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Abstract

We propose a generalization of the synthetic controls and synthetic interventions methodol-
ogy to incorporate network interference. We consider the estimation of unit-specific potential
outcomes from panel data in the presence of spillover across units and unobserved confounding.
Key to our approach is a novel latent factor model that takes into account network interference
and generalizes the factor models typically used in panel data settings. We propose an estima-
tor, Network Synthetic Interventions (NSI), and show that it consistently estimates the mean
outcomes for a unit under an arbitrary set of counterfactual treatments for the network. We
further establish that the estimator is asymptotically normal. We furnish two validity tests for
whether the NSI estimator reliably generalizes to produce accurate counterfactual estimates. We
provide a novel graph-based experiment design that guarantees the NSI estimator produces ac-
curate counterfactual estimates, and also analyze the sample complexity of the proposed design.
We conclude with simulations that corroborate our theoretical findings.

1 Introduction

There is growing interest in the identification and estimation of causal e↵ects in the context of
spillover on networks, in which the outcomes of a unit are a↵ected by the treatments assigned to
other units, known as the unit’s “neighbors.” Here, a unit could be an individual, customer cohort,
or region, and correspondingly, treatments could be recommendations, discounts, or legislation.
For example, whether an individual gets COVID-19 is a function of not only the individual’s
vaccination status but also the vaccination status of that individual’s social network. In the setting
of e-commerce, the number of goods sold of a particular product is a function of not only whether
that product gets a discount, but the discount level of other products that are substitutes or
complements of it. That is, there is network interference.

In this work, we focus on network inference with panel data, a ubiquitous manner in which
data is structured, where we collect multiple measurements of di↵erent units, and each unit can
undergo a di↵erent sequence of treatments. See Figure 1 for an example of panel data and the
type of causal question we are interested in. Causal inference with panel data has recently received
significant attention, and a popular class of estimators in such settings are known as matching
estimators, where one represents the outcomes of one unit as some combination of other units to
answer counterfactual questions. Such estimators have been very popular in practice due to their
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Unit 1

Unit 2

Unit 3

Unit 4

prediction period

Product #N

un
its

Example question of interest: Given each product’s sales numbers under the discounts above, 

how would Product #2 have sold across # = % − 2,… , % if different discounts had been applied instead? 

discounts applied to products across time

Figure 1: Panel data setting illustrated via an online retail example. Each row corresponds to
a product (or unit). Each column corresponds to a week (or measurement). A discount (the
treatment) is applied to each product each week. In this work, we ask questions of the form:
Given every product’s sales numbers across time and under various discounts, what would the sales
numbers (i.e., potential outcomes) have been for a specific unit, like Product #2, under a di↵erent
set of end-of-year discounts?

flexibility and simplicity in addition to the fact that they provide valid causal estimates under
unobserved confounding with appropriate assumptions. Some examples of matching estimators
with panel data include Di↵erence-in-Di↵erences (DiD) (Bertrand et al. 2004), Synthetic Controls
(SC) (Abadie 2021), and variants thereof. However, such matching estimators rely on the Stable
Unit Treatment Value Assumption (SUTVA), which implies that there is no spillover across units,
i.e., the treatment applied to one unit does not a↵ect the outcomes of other units. Failing to
account for spillovers can lead to biased estimates.

We propose a novel latent factor model—which is a generalization of models studied in the
panel data literature—that accounts for network interference. Given this model, we establish an
identification result where the counterfactual potential outcome for a given unit and its neighbors
can be written as a linear combination of the observed outcomes of a carefully selected set of
other units. This identification result leads to a natural estimator, which we call Network Synthetic
Interventions (NSI), a simple two-step procedure, that estimates the mean counterfactual potential
outcome for a given unit. We then show that, given our latent factor model, the NSI estimator is
finite-sample consistent and asymptotically normal under suitable conditions. NSI and our analysis
of it can be viewed as a generalization of the Synthetic Interventions (Agarwal et al. 2020b) and,
in turn, Synthetic Controls frameworks to account for network interference.

We furnish two validity tests that verify whether the treatment assignment pattern and the
observed data have enough variation such that valid counterfactual estimates can be produced.
Motivated by these tests, we provide a novel graph-based experiment design.

To explain the e�cacy of the experiment design and the NSI estimator, we consider the setting
of a regular network graph with degree d � 2. We show that the proposed experiment design
requires only O(d3) training samples in order to guarantee that the training data has enough
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variation such that it is possible to generalize to a given target counterfactual treatment. Further,
NSI obtains an estimate within error " with high probability under the proposed experiment design
when O

�
poly(d)/"4

�
training samples per unit are available. This is a significant improvement over

the O(exp(d)/"2) training samples that a naive procedure would require.
We conclude with simulations showing that NSI is robust to spillovers under which existing

estimators are biased.

1.1 Related work

The literature on causal inference with network interference or spillover e↵ect has mostly considered
the setting of a single measurement per unit, whether in the setting of a randomized experiment or
an observational study. Under fully arbitrary interference, it has been shown that it is impossible
to estimate any desired causal estimands as the model is not identifiable (Manski 2013, Aronow
et al. 2017, Basse and Airoldi 2018a, Karwa and Airoldi 2018). Subsequently, various models
have been proposed in the literature that impose restrictions on the exposure functions (Manski
2013, Aronow et al. 2017, Viviano 2020, Auerbach and Tabord-Meehan 2021, Li et al. 2021),
interference neighborhoods (Ugander et al. 2013, Bargagli-Sto� et al. 2020, Sussman and Airoldi
2017a, Bhattacharya et al. 2020), parametric structure (Toulis and Kao 2013, Basse and Airoldi
2018b, Cai et al. 2015, Gui et al. 2015, Eckles et al. 2017), two-sided platforms (Johari et al.
2022, Bajari et al. 2021) or a combination of these, each leading to a di↵erent solution concept. A
comprehensive review on network interference models is given by De Paula (2017). In this work,
we focus on network interference that is additive across the neighbors, referred to in the literature
as the joint assumptions of neighborhood interference, additivity of main e↵ects, or additivity of
interference e↵ects (Sussman and Airoldi 2017a, Yu et al. 2022, Cortez et al. 2022a,b).

Distinct to our work is that we consider a panel data setting in which there are multiple mea-
surements (e.g., a time series) for each unit. The potential outcomes function is thus also dependent
on both the unit and the measurement. Additionally, we allow for the estimation of unit-specific
counterfactuals under multiple treatments, whereas the existing literature has largely focused on
binary treatments. Key to our approach is a novel latent factor model that takes into account net-
work interference and is a generalization of the factor models typically used in panel data settings.
Previous work has focused on causal estimands that capture population-level e↵ects, such as the
average direct treatment e↵ect (the average di↵erence in outcomes if only one unit and none of its
neighbors get treated (Basse and Airoldi 2018b, Jagadeesan et al. 2020, Sävje et al. 2021, Sussman
and Airoldi 2017a, Leung 2019, Ma and Tresp 2021)) and the average total treatment e↵ect (the
average di↵erence in outcomes if all units get treated versus if they do not (Ugander et al. 2013,
Eckles et al. 2017, Chin 2019, Yu et al. 2022, Cortez et al. 2022a,b)). Alternately there has been
some literature that focuses on hypothesis testing for the presence of network interference (Aronow
2012, Bowers et al. 2013, Athey et al. 2018, Pouget-Abadie et al. 2017, Saveski et al. 2017); these
results do not immediately extend to estimation as they are based on randomization inference with
a fixed network size, and focus on testing the sharp null hypotheses.

While a majority of the literature focuses on randomized experiments, there is a growing in-
terest in the literature to account for network interference when analyzing observational studies.
The existing literature generally assumes partial interference, where the network consists of many
disconnected sub-communities (Tchetgen and VanderWeele 2012, Perez-Heydrich et al. 2014, Liu
et al. 2016, DiTraglia et al. 2020, Vazquez-Bare 2022). Without this strong clustering condition,
other works impose strong parametric assumptions on the potential outcomes function, assuming
that the potential outcomes only depend on a known statistic of the neighborhood treatment, e.g.
the number or fraction of treated (Verbitsky-Savitz and Raudenbush 2012, Chin 2019, Ogburn et al.
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Spillover: How do the discounts (treatments) applied to 
similar products (units) affect the sale of           ?

50% off!
50% off!

25% off!

25% off!

neighbors 
of 

Spillover: Discounts (treatment) of )’s neighbors 
* )  can affect sales (potential outcome) of ).

Network Graph +

Figure 2: Example of spillover e↵ects and how they can be captured via a graph network. On the
left, suppose that an online retailer presents similar products alongside one another. Then, the sale
of one product (e.g., orange sunglasses) is a↵ected by the discounts applied to similar products; in
this case, other sunglasses. On the right, spillover is often modeled via a network graph G, in which
the treatments applied to the neighbors N (n) of a unit n may a↵ect the potential outcomes of n.

2017). This reduces estimation to a regression task under requirements of su�cient diversity in the
treatments. Belloni et al. (2022) also consider a setting in which the exposure mapping is known
but allow the “radius” of interference to vary across units, then learn this radius from data to de-
vise a doubly robust estimator. Forastiere et al. (2021) consider a general exposure mapping model
alongside an inverse propensity weighted estimator, but the estimator has high variance when the
exposure mapping is complex. De Paula et al. (2018) and De Paula et al. (2019) derive identifi-
cation conditions when the observational panel data contains no information about the social ties
(i.e., network). Further, building on recent works in panel data (Agarwal et al. 2020b, 2021a), we
allow for unobserved confounding in treatment assignment as long as there exist low-rank latent
factors that mediate the unobserved confounding, i.e., there is “selection on latent factors”.

2 Setup & Model

We begin with some notation. Let [X] := {1, . . . , X} for any positive integer X. For vector
a 2 [D]N and set S ✓ [N ], let aS 2 [D]|S| denote the vector containing the elements of a indexed
by S and ai 2 [D] denote the i-th element of a. Let Ix denote the x ⇥ x identity matrix and
⌦ denote the Kronecker product. Let Ind(·) denote the indicator function. Let k·k

 2
denote the

Orlicz norm. Let Op denote a probabilistic version of big-O notation and ⌦̃ denote the variation
on big-⌦ notation that ignores logarithmic terms (see Appendix A for precise definitions). For sets
of indices S1 ✓ [m1] and S2 ✓ [m2] and a matrix ⇧ 2 Rm1⇥m2 , let ⇧[S1, S2] 2 R|S1|⇥|S2| denote the
submatrix corresponding to the rows indexed by S1 and columns index by S2. We use “ : ” as a
shorthand for all indices such that ⇧[ : , S2] 2 Rm1⇥|S2| and ⇧[S1, : ] 2 R|S1|⇥m2 . Let X ⇤ denote the
⇤-product space, where its length is not pre-determined. Let ⇧+ denote the pseudo-inverse of ⇧.

2.1 Setup

Consider N � 1 units, D � 1 treatments, and T � 1 measurements of interest. We denote the

potential outcome for a given unit n and measurement t by the real-valued random variable Y (a)
t,n

,

where a 2 [D]N denotes the vector of treatments over all N units. This definition allows for spillover
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e↵ects because the potential outcome for a given unit is a function of the treatment assignment of
all units. To model spillover across units, we use a network graph. Let G = ([N ], E) denote a graph
over the N units, where E ✓ [N ]⇥ [N ] denotes the edges of the graph. Throughout, we assume that
G is fixed and known. Let N (n) denote the neighbors of unit n 2 [N ] with respect to G such that
j 2 N (n) () (j, n) 2 E . For simplicity of notation, let self-edges be included, i.e., (n, n) 2 E for
all n 2 [N ]. We assume that the network graph G captures spillover e↵ects in the following way.

Assumption 1 (Stable Neighborhood Treatment Value Assumption (SNTVA)). The potential
outcome of measurement t 2 [T ] for unit n 2 [N ] under treatments a 2 [D]N is given by

Y (a)
t,n

= Y
(aN (n))
t,n

,

where aN (n) 2 [D]|N (n)| denotes the treatments assigned to the units in n’s neighborhood N (n) for
measurement t. That is, the potential outcome of unit n depends on its neighbors’ treatments but
does not depend the treatment of any other unit j 2 [N ] \ N (n).

See Figure 2 for an example of spillover and its network representation. Several prior works
on network interference also assume SNTVA, e.g., as the Neighborhood Interference Assumption
(NIA) (Sussman and Airoldi 2017b). It can be viewed as a particular instantiation of exposure
mappings, as defined by Aronow and Samii (2017), and e↵ective treatment functions (e.g., under
the constant treatment response assumption) (Manski 2013).

Remark 1. SNTVA only captures first-order spillover e↵ects, i.e., assumes that the potential
outcome of unit n is only a↵ected by the treatments of its immediate neighbors. One could capture
higher-order spillover e↵ects by adding edges to G. The trade-o↵ is that, as the number of edges in
G increases, the estimation bounds for the NSI estimator in Section 4 get correspondingly weaker.

Remark 2. Although we assume G is an undirected graph, our results can be adapted for directed
graphs by changing the definition of N (i). When G is directed, j 2 N (i) if and only if (j, i) 2 E.

2.2 Network latent-factor model

In this section, we introduce the model that we use to develop our estimator and formal results.

Assumption 2. Let the potential outcome of measurement t 2 [T ] for unit n 2 [N ] under graph G

and treatments a 2 [D]N be given by:

Y
(aN (n))
t,n

= hun,n,wt,ani+
X

j2N (n)\n

⌦
uj,n,wt,aj

↵
+ ✏

(aN (n))
t,n

, (1)

where u·,· 2 Rr and w·,· 2 Rr represent latent (unobserved) factors; ✏
(aN (n))
t,n

represents addi-
tive, idiosyncratic shocks, and r is the “rank” or model complexity. Further, we assume that

E
⇥
✏
(aN (i))
t,i

|LF
⇤
= 0, where LF :=

�
uj,i,wt,a : i, j 2 [N ] , t 2 [T ], and a 2 [D]

 
.

We make several remarks. First, we note that Assumption 2 automatically satisfies Assumption

1. Second, the latent factor uj,n captures the e↵ect in the potential outcome Y
(aN (n))
t,n

due to the
interaction between node n and its neighbour j; analogously wt,aj captures the e↵ect due to the
treatment that neighbor j receives (i.e., aj) for measurement t. Specifically, their e↵ect is captured
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through the inner product
⌦
uj,n,wt,aj

↵
. In this sense, the spillover e↵ect of di↵erent neighbors in

(1) is additive. Lastly, (1) can be equivalently written as

Y (a)
t,n

= Y
(aN (n))
t,n

=
D
ũn,N (n), w̃t,aN (n)

E
+ ✏

(aN (n))
t,n

, (2)

where

ũn,N (n) := [u>
N1(n),n

, . . . , u>
N|N (n)|(n),i

]>,

w̃t,aN (n)
:= [w>

t,aN1(n)
, . . . , w>

t,aN|N (n)|(n)
]>.

Here, Ni(n) refers to i-th neighbor of n. (2) is reminiscent of classical interactive fixed e↵ects
models studied in the literature. Indeed, we can think of ũn,N (n) 2 Rr|N (n)| and w̃t,aN (n)

2 Rr|N (n)|

as the network-adjusted latent factors and r|N (n)| 2 N>0 as denoting the network-adjusted “rank”
(note that r|N (n)| is actually an upper bound on the model’s rank, but we will refer to it as the
network-adjusted rank for convenience).

2.3 Examples of latent-factor model

We discuss how examples of latent factor models previously studied in the literature are captured
by the model we propose in Assumption 2. Further, we discuss how additive non-linear latent factor
models can be approximated by the linear additive model we propose.

Example 1. Consider a setting with no spillover e↵ects, i.e., N (n) = {n} for all n 2 [N ]. Then,
the latent factor model in (1) reduces to

Y (a)
t,n

= Y (an)
t,n

= hun,n,wt,ani+ ✏(an)
t,n

, (3)

This recovers the model considered in (Agarwal et al. 2020b). As explained in (Agarwal et al.
2020b), this also captures the models considered in (Abadie 2021) and (Arkhangelsky et al. 2019).

Example 2. There are several prior works that assume that network interference is additive. For
instance, consider the model proposed by Yu et al. (2022) in which D = 2, i.e., the treatments are
binary, denoted by {0, 1}, and

Y (a)
n = Y

(aN (n))
n = u0,n + un,nan +

X

j2N (n)\n

uj,naj + ✏
(aN (n))
n , (4)

where u0,n, un,n, uj,n, ✏
(aN (n))
n 2 R. One can verify that (4) can be recovered from (1) by taking

r = 1; T = 1 (i.e., no index t); wa = a; and there is an auxiliary node 0 for which a0 = 1 and
0 2 N (n) for all n 2 [N ].

That is, both our model (1) and (4) assume that spillover is additive, and in order to exploit the
structure across measurements t that exists in panel data, we extend (4) by: (i) allowing for multiple
measurements t, and (ii) assuming that uj,naj in (4) has the measurement-dependent latent-factor
representation

⌦
uj,n,wt,aj

↵
. These repeated measurements are exactly what lets us create personal-

ized counterfactual trajectories per units and implicitly correct for unobserved confounding.
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Example 3. Consider a setting where network interference is additive but the e↵ect of the latent
factors is non-linear. Precisely, consider the following variation of (1):

Y (a)
t,n

= Y
(aN (n))
t,n

= h(un,n,wt,an) +
X

j2N (n)\n

g(uj,n,wt,aj ) + ✏
(aN (n))
t,n

, (5)

where h, g : Rr
⇥ Rr

! R are potentially non-linear functions. If the latent factors take value in a
bounded domain, say C ⇢ Rr, and h, g are Lipschitz continuous (or more generally smooth), then
it can be argued that (see Theorem 1 by Shah et al. (2020) for example) for any given � > 0, there
is some r0 = r0(�) large enough and choice of functions {�k, k,�0k, 

0
k
: Rr

! R, k  r0} such that

���h(u,w)�
r
0X

k=1

�k(u) k(w)
���  �,

���g(u,w)�
r
0X

k=1

�0
k
(u) 0

k
(w)

���  �,

for all u,w 2 C. Then, by setting ũ = [�k(u) : k  r0], w̃ = [ k(u) : k  r0], ũ0 = [�0
k
(u) : k  r0],

w̃0 = [ 0
k
(u) : k  r0], it follows that (5) is pointwise �-approximated as a linear latent factor model

as given in (1), with u,w appropriately replaced by ũ, w̃, ũ0, and w̃0.

2.4 Target causal estimand

Recall that we consider the panel data setting in which we observe T measurements (e.g., a time
series) for every unit. Let atn 2 [D] denote the treatment assignment for unit n at measurement t;
at 2 [D]N denote the vector of treatment assignments for allN units at t; and A := [a1,a2, . . . ,aT ] 2
[D]N⇥T denote the sequence of treatment assignments across all N units and T measurements. Note

that the treatment assignments A are observed, and the potential outcome Y (at)
t,n

is observed for
every unit n 2 [N ] and measurement t 2 [T ]. We denote the observed outcomes for unit n at

measurement t by Zt,n = Y (at)
t,n

for all t 2 [T ] and the matrix of observations by Z 2 RT⇥N .
To define the target causal estimand of interest, let Tpr ✓ [T ] refer to a subset of measurements

for which we would like to make counterfactual predictions; let Tpr = |Tpr|  T . To simplify
notation, we assume without loss of generality that the treatment assignments are fixed across the
measurements in Tpr, i.e., A[:, t] = apr 2 [D]N for all t 2 Tpr (see Remark 3).

For any given unit n and target treatment assignment ã 2 [D]N , our goal is to estimate the
individual potential outcome averaged over the prediction period:

IPO(n, ãN (n)) =
1

Tpr

X

t2Tpr

E
h
Y

(ãN (n))
t,n

| LF
i
, (6)

using observations Z, where we condition on the latent factors, LF . Under Assumption 1, the
outcome of unit n depends only on the treatments applied to N (n), i.e., on ãN (n) rather than the
entire ã. See Figure 3 for an illustration of our target causal estimand and observation pattern.

Note that our results are given for any Tpr � 1. That is, we show identifiability and finite-sample
consistency even for point estimates (i.e., for Tpr = 1).

Remark 3. Our assumption A[:, t] = apr 2 [D]N for all t 2 Tpr is without loss of generality. First,

our work does not allow for spillover across measurements, i.e., Y (a)
t,n

does not depend on treatments

7



0% 0% 0% ... 10% 10% 10%

0% 25% 25% ... 50% 50% 50%

⋮ ⋮ ⋮ ⋱ ⋮ ⋮ ⋮

0% 10% 0% ... 25% 25% 25%

!(: 0 !(: 1 !(: 1 !(: 0 ... !(: 0 !(: 0 !(: 0 !(: 0 ...

!): 1 !): 1 !): 1 !): 1 ... !): 1 !): 0 !): 0 !): 0 ...

!*: 0 !*: 0 !*: 1 !*: 1 ... !*: 1 !*: 0 !*: 0 !*: 1 ...

!+: 1 !+: 1 !+: 1 !+: 1 ... !+: 1 !+: 1 !+: 0 !+: 1 ...

Unit 1

Unit 2

Unit 3

Unit 4

prediction period

treatment matrix + ∈ ℝ&×	)

training 
measurements ,#$

prediction 
measurements ,%$

7 11 46 ... 33 23 36

20 46 19 ... 49 47 44
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19 26 50 ... 36 9 42
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0% 0% 0% ... 0% 0% 0%
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target 
treatment 01

7 11 46 ... ? ? ?

20 46 19 ... ? ? ?
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19 26 50 ... ? ? ?

treatments + 
lead to 

outcomes - 

training 
measurements ,#$

prediction 
measurements ,%$

Example question of interest: Given observations - and treatments +,

how would Product #2 have sold on average during ,%$ if discounts 01 had been used instead?

Target causal estimand
Potential outcomes of target 

unit, averaged across ,%$

Figure 3: Illustration of our setup and target causal estimand. On the top-left is an example N ⇥T
treatment matrix A, split into the training and prediction measurements Ttr and Tpr. On the top-
right is the corresponding observation matrix Z, i.e., the (n, t)-th element of Z is the outcome of
unit n at measurement t under treatments at. The bottom-left gives the counterfactual treatment
matrix, i.e., the treatments during Ttr remain intact and the counterfactual prediction treatment is
given by ã. Lastly, on the bottom-right are the potential outcomes of interest under ã. The target
causal estimand is the average of potential outcomes of a specific unit under ã across Tpr.

other than those assigned at t. We can therefore extract measurements in Tpr that share the same
treatment apr, i.e., we can redefine the prediction set as T 0

pr so that at = apr for all t 2 T
0
pr. We can

repeat this for all unique prediction treatments and apply NSI separately to each. Further, we note
that our consistency and normality results allow for Tpr = 1, and so our results go through even if
we have a di↵erent target prediction treatment for every measurement in Tpr.

3 Network Synthetic Interventions (NSI) Estimator

We now describe our estimator for the estimand of interest (6), which we term Network Synthetic
Intervention (NSI). It can be seen as a natural extension of the Synthetic Interventions (SI) esti-
mator (Agarwal et al. 2020b), which is itself a generalization of Synthetic Controls (SC) (Abadie
2021) estimator, to settings in which there is network interference. For the remainder of this work,
we fix the unit n and counterfactual treatment assignment ã of interest.
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3.1 Donor set

To define the NSI estimator, we introduce some necessary concepts. First, let Ttr ⇢ [T ] denote a
subset of the measurements known as training measurements. Without loss of generality, let Ttr :=
{1, 2, . . . , Ttr}, Tpr := {Ttr+1, . . . , T}, Ttr := |Ttr|, and Tpr := |Tpr|. We note that Ttr does not need
to be [T ]\Tpr but we keep it as such to simplify the exposition. Recall that A 2 [D]N⇥T denotes the
treatment assignments to the various units over time. Let Atr := A[:, Ttr] and Atr

n
:= A[N (n), Ttr].

Next, we introduce the notion of a “donor set.”

Definition 1 (Donors). For a given unit n 2 [N ] and counterfactual treatment assignment ãN (n) 2

[D]|N (n)|, we consider i 2 [N ] \ {n} a “donor unit” if the following conditions hold:

1. |N (i)| = |N (n)|, i.e., donor unit i has the same number of neighbors as unit n.

2. There exists a permutation ⇡i : [N (i)] ! [N (i)] such that:

(a) A[⇡i(N (i)), Ttr] = A[N (n), Ttr], i.e., the training treatment assignment of donor unit i
and its neighbors match that of unit n and its neighbors, once permuted by ⇡i.

(b) apr
⇡i(N (i)) = ãN (n), i.e., the prediction treatment assignment of donor unit i and its neigh-

bors matches the target counterfactual treatment assignment ãN (n), once permuted by ⇡i.

For the remainder of this work, we fix the unit n and counterfactual treatments ãN (n) of interest

and let I
(n)

⇢ [N ] \ {n} denote the corresponding set of donors. One can think of the donor set
I
(n) as units whose observed outcomes can be used to estimate the unobserved potential outcome

of unit n under the counterfactual treatments of interest.

3.2 NSI Estimation procedure

Recall that Z 2 RT⇥N denotes the matrix of observations. We define ztr,n := Z[Ttr, n] 2 RTtr ,

Ztr,I(n) := Z[Ttr, I(n)] 2 RTtr⇥|I(n)|, and Zpr,I(n) := Z[Tpr, I(n)] 2 RTpr⇥|I(n)|. NSI takes in one

hyperparameter  2 [min(Ttr, |I(n)
|)] and proceeds in two steps, as follows.

1. Point estimate. Let {(ŝ`, µ̂`, ⌫̂`)}
min(Ttr,|I(n)|)
`=1 denote the set of singular values, left singu-

lar vectors, and right singular vectors for the observed matrix Ztr,I(n) , where ŝ1 � ŝ2 � . . . �
ŝmin(Ttr,|I(n)|) � 0. The NSI estimator produced a point estimate as follows:

dIPO(n, ãN (n)) =
1

Tpr
1TZpr,I(n) Ê[Ztr,I(n) |LF,A]+ztr,n. (7)

For the given hyperparameter , Ê[Ztr,I(n) |LF,A]+ =
P



`=1
1
ŝ`
⌫̂`µ̂>

`
, can be viewed as an estimate

of E[Ztr,I(n) |LF,A] that is obtained via hard singular value thresholding, where only the top 
components are preserved. This estimator, which begins with singular value thresholding, has
been shown to be equivalent to principal component regression (Agarwal et al. 2021b, 2020a).

2. Confidence interval. Let ↵̂ = Ê[Ztr,I(n) |LF,A]+ztr,n. Then, the CI-percent confidence interval
can be constructed as:

IPO(n, ãN (n)) 2

"
dIPO(n, ãN (n))±

��1(CI/100)�̂ k↵̂k2p
Tpr

#
,
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Without network interference: 
7 units have prediction treatments 

that match n’s target treatment

With network interference: 
4 neighborhoods’ prediction treatments 

match ! " ’s target treatment

21 1

unit "

neighborhood ! "

Target treatment
over neighborhood

treatments

n’s target treatment: 2
! " ’s target treatment: (1, 2, 1) 7 units receive 2 as their prediction treatment

4 neighborhoods receive, under permutation, 
(1, 2, 1) as their prediction treatments.

Figure 4: One of the main di↵erences between the NSI estimator and previous estimators (such
as SC and SI) is the choice of donors. To illustrate this point, consider a unit n whose target
treatment is 2, as given in the left panel. Suppose that G is a ring graph and the prediction
treatments are assigned as given in the middle and right panels. Then, under SC and SI, there are
7 units (with green borders) whose prediction treatments match unit n’s target treatment (middle
panel). Under NSI, however, the donor requirements are stricter. Specifically, NSI looks at the
target treatment (1, 2, 1) across all neighbors N (n), as given in the left panel. The only units j
that could be considered as potential donors must have neighborhood N (j) that receive prediction
treatments (1, 2, 1) subject to permutation (recall Definition 1). As shown on the right, only 4 units
(with green borders) meet this requirement.

where � denotes the cumulative distribution function (CDF) of the standard normal distribution,
��1 is the inverse CDF, and

�̂2 =
1

Ttr

���ztr,n � Ztr,I(n)↵̂
���
2

2
,

which can be interpreted as the in-sample prediction error of the NSI estimator.

3.3 Discussion of NSI

We briefly provide intuition for the NSI estimator, then compare it to the traditional Synthetic
Control (Abadie 2021) and Synthetic Interventions (Agarwal et al. 2020b) estimators.

NSI linearly combines donor outcomes. NSI begins by finding units, called “donors,” whose
outcomes can be used to estimate the potential outcomes of unit n. In Section 4, under suitable
assumptions, we establish that the expected potential outcome of unit n can be expressed as a
linear combination of the expected outcomes of the donor units, i.e.,

E[Y (ã)
t,n

] =
X

j2I(n)

↵j · E[Y (a)
t,j

], (8)

where ↵j 2 R (note that ↵j can be negative). NSI can be viewed as a method for estimating the

coe�cients {↵j}. More precisely, recall that ↵̂ = Ê[Ztr,I(n) |LF,A]+ztr,n. Then, the NSI estimator
(7) can be rewritten as

dIPO(n, ãN (n)) =
1

Tpr

X

t2Tpr

X

j2I(n)

↵̂jZ[t, j],

which is precisely what would follow from expressing the target causal estimand (6) using (8).
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Comparing NSI to SI & SC: Choosing donors appropriately. NSI is a generalization of
SI and SC. The key di↵erence between SC/SI and NSI is the choice of donor units. In SC/SI, a
valid donor unit only needs to undergo the same training and prediction treatments as the training
and target prediction treatments of n. In NSI, there are more stringent requirements on donors,
as given by Definition 1 and illustrated in Figure 4. These more stringent requirements on how
donors are chosen are how NSI removes the bias that SI and SC su↵er from when there is spillover.

Under the appropriate choice of donors, the way that the linear model (8) is learned can depend
on modeling assumptions. NSI uses principal component regression (PCR), which is motivated by
Agarwal et al. (2020b)). However, other estimators, such as convex regression (Abadie 2021) and
variants thereof can also be used. In Section 4, we detail the conditions under which PCR produces
consistent and asymptotically normal estimates.

4 Formal results

In this section, we provide formal results for the NSI estimator. We characterize conditions under
which IPO(n, ãN (n)) can be identified. We then establish that NSI provides a consistent estimate of
IPO(n, ãN (n)) and its estimation error is asymptotically normal, justifying the confidence interval
given in Step 3 of Section 3.2. As before, we restrict our attention to a specific unit n and target
counterfactual treatment assignment ãN (n). All proofs are given in Appendices B-C.

4.1 Identification Result

We now discuss the key assumptions we make about the intervention assignments A. We begin
with an assumption on the treatment assignment.

Assumption 3 (Conditional exogeneity). For all n 2 [N ], t 2 [T ], and a 2 [D]N , we have that

Y
(aN (n))
n,t

? A |LF .

Given Assumption 2, this conditional independence is equivalent to assuming that ✏
(aN (n))
t,n

?

A |LF . Similar conditions of “selection on latent factors” have been considered in the literature
(see (Agarwal et al. 2020b) and discussion therein). In this work, we analogously require “selection
on network-adjusted latent factors.” We make two additional assumptions, as follows.

Assumption 4 (Linear span inclusion). Given a unit n 2 [N ] and counterfactual treatments
ãN (n) 2 [D]|N (n)| of interest, consider the donor set I(n). We assume the treatment assignment A

is such that I(n) is non-empty and that ũn,N (n) lies in the linear span of {ũi,⇡i(N (i))}i2I(n), where

{⇡i}i2I(n) is defined in Definition 1. That is, there exists � 2 R|I(n)| such that

ũn,N (n) =
X

i2I(n)

�iũi,⇡k(N (i)).

Assumption 5 (Subspace inclusion). Assume that the rowspace of E
⇥
Zpr,I(n)

��LF,A
⇤
lies within

the rowspace of E
⇥
Ztr,I(n)

��LF,A
⇤
.

We discuss Assumptions 4-5 in Sections 4.3 and 5. We show that NSI’s confidence interval
indicates the degree to which Assumption 4 holds, and we provide a way to test for Assumption 5
in Section 5.

Before stating our identification result, we first recall identifiability for an arbitrary estimation
problem of interest. In the definition below, P✓ 2 P refers to data distribution under model
parameters ✓, i.e., P✓ describes how the data behaves under model ✓.
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Definition 2 (Identifiability). Let ✓ 2 ⇥ denote the ground-truth model parameters and P = {P✓0 :
✓0 2 ⇥} denote the set of possible data distributions. Let f : ⇥ ! R denote the estimand of interest
and P✓ 2 P denote the data generating distribution parameterized by ✓. Then, f(✓) is identifiable
if there exists a function g : P ! R such that f(✓) = g(P✓), i.e., the estimand can be written as a
function of the data distribution.

Identifiability implies that if f(✓) 6= f(✓0), then g(P✓) 6= g(P✓0); otherwise, f(✓) = g(P✓) =
g(P✓0) = f(✓0). In other words, the estimand is identifiable if we can compute it exactly when
given access to the full data distribution, which is necessary for estimation from (noisy) data to be
possible.

In our setting, ✓ = LF denotes the latent factors and f(✓) = IPO(n, ãN (n)) is the target causal
estimand, which we note can be written solely as a function of the latent factors. Recall that the
quantities (A,G, Ttr, Tpr) are observed and known. Let P✓ denote the joint distribution over the
matrices of observed outcomes Z[Ttr, :] and Z[Tpr, :]. Note that, by Assumption 2, the distribution of
Z[Ttr, :] and Z[Tpr, :] is given by the latent factors LF , the treatment assignment A, and the random

variables ✏
(aN (n))
t,n

. We now show that IPO(n, ãN (n)) is identifiable under (1) and Assumptions 2-5.

Theorem 1 (Identification). If Assumptions 1-5 hold, then

IPO(n, ãN (n)) =
1

Tpr
1TTpr

E[Zpr,I(n) |LF,A] E[Ztr,I(n) |LF,A]+ E[ztr,n|LF,A], (9)

where 1Tpr is the all ones vector of length Tpr, and the set I
(n) is defined in Definition 1. This

implies that IPO(n, ãN (n)) is identifiable by Definition 2.

Under Definition 2, g is given by (9). Note only the first moments of P✓ = PLF are needed. NSI
estimates IPO(n, ãN (n)) by replacing the expectations in (9) with the corresponding empirically
observed quantities and smoothing out the pseudoinverse using hard singular value thresholding as
given by (7). For the purposes of the analysis, we denote

↵ = E[Ztr,I(n) |LF,A]+E[ztr,n|LF,A]. (10)

4.2 Consistency and asymptotic normality

Next, we give conditions under which the NSI estimator achieves finite-sample consistency and
asymptotic normality. Let rtr 2 [r|N (n)|] be the rank of E

⇥
Ztr,I(n) |LF,A

⇤
, s1 � . . . � srtr � 0

denote its singular values, and Rtr 2 R|I(n)|⇥rtr denote its right singular vectors.

Assumption 6 (Sub-Gaussian noise). Conditioned on LF , we assume that, for all i 2 [N ], t 2 [T ],

and a 2 [D]N , ✏
(aN (i))
t,i

are independent, sub-Gaussian random variables with Var(✏
(aN (i))
t,i

|LF ) = �2

and that
��✏(aN (i))

t,i
|LF

��
 2

 ⇠� for some constant ⇠ > 0.

Assumption 7 (Boundedness). We assume that E
⇥
Y

(aN (j))
t,i

��LF
⇤
2 [�1, 1] for all i 2 [N ], t 2 [T ].

Assumption 8 (Well-balanced spectrum). For parameters ⇠0, ⇠00 > 0, we assume srtr/s1 � ⇠0 and��E
⇥
Ztr,I(n)

��LF,A
⇤��2

F
� ⇠00Ttr|I

(n)
|, where I

(n) is defined in Definition 1.

In Section 6, we prove that in the setting of d-regular graphs and where the latent factors
are sampled independently from a Gaussian distribution, the parameters ⇠0 and ⇠00 are inverse
polynomials of r and d.
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Assumption 9 (Su�cient number of components). We assume that  = rtr, where  is defined in
Section 3 and rtr  r|N (n)|.

The following results establish that NSI is consistent and asymptotically normal.

Theorem 2 (Finite-sample consistency). Let Assumptions 1-9 hold. Then,

���dIPO(n, ãN (n))� IPO(n, ãN (n))
���

= OP

 
log(Ttr|I

(n)
|)

 
r3/4tr

(⇠000)3/2T 1/4
tr

+
r2tr

(⇠000)4
max

 
1

p
Ttr

,
1p
|I(n)|

,

p
|I(n)|

T 3/2
tr

!!!
,

where ⇠000 = ⇠0
p
⇠00 and ⇠0, ⇠00 are defined in Assumption 8.

Theorem 2 indicates that, under the stated conditions, NSI is consistent. Specifically, for fixed
r, d, and rtr  r(d + 1), the estimation error of NSI approaches 0 as the number of training
measurements Ttr and number of donors |I(n)

| grow if Ttr = !(|I(n)
|
1/3). Importantly, the number

of prediction measurements Tpr need not grow in order for NSI’s estimation error to decay to 0.
Let � = ↵̂�↵, the estimation error of learning the linear weights that represent the outcomes

of the target units in terms of the donor units (see (10)). The following result establishes a general
result that as long as � is decaying su�ciently quickly for any linear estimator (it does not have
to be via principal component regression as we do), the NSI estimator is asymptotically normal.
While Theorem 2 allows NSI to produce the point estimate in Step 1 of Section 3, Theorem 3
justifies the confidence interval provided in Step 2.

Theorem 3 (Asymptotic normality). Suppose Assumptions 1-9 hold. Suppose

k�k2 = oP

0

@min

0

@ � k↵k2q
Tpr|I

(n)|

,

r
k↵k2

�

1

A

1

A .

Then, conditioned on LF and A,

p
Tpr

� k↵k2

⇣
IPO(n, ãN (n))� dIPO(n, ãN (n))

⌘
d
! N (0, 1),

as Ttr, Tpr, |I(n)
| ! 1. Moreover, the �̂ used to construct the NSI confidence interval in Step 3 of

Section 3.2 satisfies:

|�̂2 � �2| = Op

 
rtr
p
Ttr

+
r2trlog(Ttr|I

(n)
|)

(⇠000)4min(Ttr, |I(n)|)

!
,

where ⇠000 = ⇠0
p
⇠00 and ⇠0, ⇠00 are defined in Assumption 8.

4.3 Assumptions 4, 5, and 9

The key enabling conditions for Theorems 1-3 are Assumptions 4, 5, and 9. In this section, we
discuss these assumptions further.

Assumption 4. Recall from Section 3.3 that NSI can be interpreted as linearly combining the
potential outcomes of donors under appropriately chosen coe�cients, denoted by ↵̂. The key
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enabling condition that makes linearly combining donor outcomes valid under our model (1) is
Assumption 4. The extent to which Assumption 4 holds can be examined in two ways.

First, recall that �̂2 = 1
Ttr

���ztr,n � Ztr,I(n)↵̂
���
2

2
is a measure of how well NSI’s linear fit explains

the training data. Recall further that the coe�cients ↵̂ are estimates of the coe�cients ↵ that are
used to combine donor outcomes. As such, �̂2 can be viewed as a statistic for Assumption 4, where
a large �̂2 suggests Assumption 4 does not hold. Since NSI’s confidence interval scales with �̂ (see
Step 2 of 3.2), how well Assumption 4 holds is captured by NSI’s confidence interval.

Second, since Assumption 4 requires that unit n’s ũ-latent factor is contained in the span of
the donors’ ũ-latent factors and ũn,N (n) 2 Rr|N (n)|, at least r|N (n)| donors are needed. Suppose,
for example, that all units’ ũ-latent factors are drawn i.i.d. from a multivariate Gaussian. Then,
Assumption 4 holds almost surely if and only if there are at least r|N (n)| donors (cf. Lemma
10). Given an estimate r̄ of r, one can therefore perform a simple sanity check that |I(n)

| � r̄|N (n)|.

Assumption 5. This condition ensures that the linear coe�cients that NSI learns from the
training observations generalize to the prediction task. In Section 5, we provide two validity tests
to verify whether Assumption 5 holds, i.e., whether the observations are su�ciently rich such that a
generalizable model can be learned. To motivate the need for such tests, below we provide a simple
example where Assumption 5 does not hold. Suppose that D = 2 (the treatments are binary). Let

Btr,n =
h
Ind(A[N (n), Ttr] = 1) , Ind(A[N (n), Ttr] = 2)

i
2 {0, 1}|N (n)|⇥2Ttr .

Intuitively, Btr,n is an indicator matrix that tracks the training treatment assignment over N (n).

Proposition 4. Suppose Assumption 2 holds. Unless colrank(Btr,n) = |N (n)|, there exist latent
factors LF and target treatment assignments under which Assumption 5 cannot hold.

Proposition 4 shows that the diversity of treatment assignments (as captured by Btr,n) a↵ects
the feasibility of Assumption 5. We unpack this relationship in detail in the next section. Before
doing so, we present a negative example in which Assumption 5 does not hold.

Example 4. Suppose at = 1N for all t 2 Ttr. As such, Btr,n = [[1]|N (n)|⇥Ttr
, [0]|N (n)|⇥Ttr

] and
colrank(Btr,n) = 1 < |N (n)|. One can show that Assumption 5 does not hold unless ãN (n) = 1
or 2. The reason Assumption 5 does not hold is that all of n’s neighbors have only been observed
under the same treatment. As such, there is no way for NSI to estimate the potential outcome of n
under ã>N (n) = [2, 1, 1, . . .], for example, where only the first neighbor is treated. It is impossible for

NSI (or any estimator, for that matter) to disentangle the spillover of the first neighbor from that
of any other neighbor because the training measurements only contain data in which all neighbors
receive the same treatment. The validity tests in Section 5 provide a way of testing for whether the
treatment assignment and the observations during the training period are rich enough.

Assumption 9. This condition requires that the number of components used by NSI, given by 
matches the rank rtr of E[Ztr,I(n) |LF,A]. Since E[Ztr,I(n) |LF,A] is unknown in practice, one must
estimate rtr, which can be done by applying an elbow point (or knee point) method to the spectrum
of the observed matrix Ztr,I(n) (Zack et al. 1977, Satopaa et al. 2011). There are other heuristics
for setting , such as the universal thresholding method given in (Chatterjee 2015). Alternatively,
suppose we have an estimate r̄ of the model “rank” r, defined in Section 2. By our model (1), rtr
is upper bounded by r|N (n)|, which suggests that one can use the heuristic  = r̄|N (n)|. It also
suggests that one should always set  to be at least |N (n)|, assuming that r � 1.
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5 Validity tests

We present two validity tests for Assumption 5, one of the key enabling assumptions of Theorems 2
and 3. The first test can be performed before any data is collected. It tests for whether the treatment
assignment in the training period is diverse enough relative to the target treatment assignment in
the prediction period. The second test can be performed only after the data is collected and, as
such, is a relatively stronger test. Proofs for this section can be found in Appendix D.

5.1 Validity test #1: Pre-Data Collection

The first test can be run before the prediction samples are collected.

TrainingTreatmentTest. This test takes in one hyperparameter r̄ 2 N>0, which is an estimate
of the model “rank” r (see Section 2.2). If one does not have a good estimate, r̄ can also be an
upper bound on r. In order to run this test, we first define several “masking” matrices. For a given
treatment a 2 [D], let Btr(a) 2 {0, 1}N⇥Ttr and bpr(a) 2 {0, 1}N be defined such that their (i, t)-th
elements are Btr

it
(a) = Ind(Atr

it
= a) and b̃pr

i
(a) = Ind(ãi = a). That is, the (i, t)-th entry of Btr(a)

is 1 if and only if unit i at measurement t receives treatment a under the training treatments Atr.
Similarly, the i-th entry of b̃pr(a) is 1 if and only if unit i is assigned the target counterfactual
treatment a under ã. Let Btr and B̃pr be the concatenated matrices across di↵erent treatments:

Btr = [Btr(1), Btr(2), . . . , Btr(D)] 2 {0, 1}N⇥TtrD,

B̃pr = [b̃pr(1), b̃pr(2), . . . , b̃pr(D)] 2 {0, 1}N⇥D.

For the hyperparameter r̄, the NSI estimator passes the TrainingTreatmentTest if

1. columnspace(B̃pr[N (n), :]) ✓ columnspace(Btr[N (n), :]), and

2. for every t 2 Ttr, the treatment A[N (n), t] is repeated at least r̄D times in training;

otherwise, it fails.

Connecting the TrainingTreatmentTest to Assumption 5. The following result formalizes
the relationship between the test and Assumption 5 under a natural data generating process.

Proposition 5. Suppose Assumption 2 holds and r̄ = r. Suppose that uk,n,`
i.i.d.
⇠ pu and wt,a,`

i.i.d.
⇠ pw

for all k, n 2 [N ], t 2 [T ], a 2 [D], and ` 2 [r], where pu and pw are continuous and non-degenerate
(i.e., the support of pu or pw does not have dimension less than r). If TrainingTreatmentTest

is passed, Assumption 5 holds almost surely for any n and target treatment ãN (n) of interest.

As such, TrainingTreatmentTest tests whether Assumption 5 can hold under the training
treatments for the given target treatment of interest. Intuitively, it requires that the training
treatments are su�ciently diverse relative to ãN (n). In Section 6, we provide an experiment design
that guarantees TrainingTreatmentTest is passed for any n and ãN (n). Note that the i.i.d.
condition in Proposition 5 can be relaxed, as long as the latent factors are always drawn from non-
degenerate distributions. The condition on latent factors ensures that there is enough variation
across units and time such that we can isolate the role that training treatment assignments plays
in Assumption 5 from the role that latent factors play.
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5.2 Validity test #2: Post-Data Collection

We now furnish a data-driven check for Assumption 5 that we call the SubspaceInclusionTest.
This test can be run only after the training and prediction samples are collected as opposed to the
TrainingTreatmentTest test, which can be run beforehand.

SubspaceInclusionTest. The test takes in three hyperparameters: , 0, and �. Note that we
overload  (which also appears in Section 3) because both instances refer to an estimate of the
rank of E[Ztr,I(n) ]. Similarly, let 0 denote the estimated rank of E[Zpr,I(n) ], respectively. (Refer
to Appendix A for various approaches to selecting parameters  and 0.) The third � 2 (0, 1) is a
tunable parameter, where a smaller � results in a stricter test.

Let R̂tr 2 R|I(n)|⇥ and R̂pr 2 R|I(n)|⇥0 denote the matrices constructed from the top  right
singular vectors of Ztr,I(n) and the top 0 right singular vectors of Zpr,I(n) , respectively. Let

�̂ =
���(I|I(n)| � R̂trR̂

>
tr)R̂pr

���
2

F

.

Then, the NSI estimator passes the SubspaceInclusionTest if �̂  (1� �)0; otherwise, it fails.

SubspaceInclusionTest is a data-driven check for Assumption 5. Let Rpr and Rtr denote
the matrices constructed from the right singular vectors of E

⇥
Ztr,I(n)

��LF,A
⇤
and E

⇥
Zpr,I(n)

��LF,A
⇤
,

respectively. Then, Assumption 5 can equivalently be stated as requiring that columnspace(Rpr) ✓
columnspace(Rtr). Although one cannot directly test for Assumption 5 since both E

⇥
Ztr,I(n)

��LF,A
⇤

and E
⇥
Zpr,I(n)

��LF,A
⇤
are not observable due to noise, we now show that SubspaceInclusionTest

is a sample-based test for Assumption 5 using R̂pr and R̂tr. Recall that SubspaceInclusionTest

fails if �̂ =
���(I� R̂trR̂>

tr)R̂pr

���
2

F

� (1 � �)0, where R̂tr and R̂pr contain the top  and 0 right

singular vectors of Ztr,I(n) and Zpr,I(n) , respectively. This can be viewed as a test for Assumption

5 since smaller values of �̂ indicate the extent to which columnspace(R̂pr) ✓ columnspace(R̂tr).

Indeed, suppose that Rtr = R̂tr, Rpr = R̂pr, and Assumption 5 holds; then, �̂ = 0. As the span of

R̂pr moves outside of the span of R̂tr, �̂ increases. Since �̂ =
��(I�RtrR>

tr)Rpr

��2
F

is always upper
bounded by rpr, which is estimated by 0, we use the threshold (1� �)0 such that the test fails if

�̂ � (1� �)0. A formal analysis of this test remains important future work.

Remark 4. The equivalence between Assumption 5 and columnspace(Rpr) ✓ columnspace(Rtr)
implies that LatentFactorTest would supersede TrainingTreatmentTest if Rtr and Rpr

are known exactly and the prediction samples are already collected. However, TrainingTreat-

mentTest remains useful for two reasons. First, it can be run even before measurements are
collected as it only requires the treatment assignment pattern. Second, LatentFactorTest re-
quires estimating Rtr and Rpr, which TrainingTreatmentTest does not.

6 NSI’s sample complexity: Experiment design

In this section, we propose an experiment design based on graph coloring, under which we can
precisely answer the question of how should T,N scale to enable the estimation of IPO(n, ãN (n))
within " 2 (0, 1)? Proofs for this section can be found in Appendix E.
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Figure 5: Illustration of experiment design. Consider a unit n and network graph G (top left).
The experiment design generates the two-hop graph G

0 by connecting every unit to its two-hop
neighbors, which translates to adding edges, as given by the purple dotted lines (top center). Next,
color G0 such that no units that are adjacent in G

0 share a color (top right). This coloring is used
to generate the training treatment assignments. Specifically, consider D = 2. Then, during each T̄
training measurements, every unit receives the control treatment 1, except units of a specific color.

6.1 Graph coloring-based experiment design

We begin by describing the experiment design. The design assumes access to a subrou-
tine TwoHopColoring(G) that outputs NumColors,Coloring and proceeds in two
steps: (1) Construct the graph G

0 = ([N ], E 0) such that (i, j) 2 E =) (i, j) 2 E
0 and

(i, j), (j, k) 2 E =) (i, k) 2 E
0. That is, G0 is constructed by taking G and adding edges between

every node and its two-hop neighbors. (2) Perform a coloring on G
0 by labeling the vertices

in a graph such that no two adjacent vertices receive the same color, greedily adding colors
whenever an existing color cannot be used. (Under a color, vertices of the same color form an
independent set of G0.) Let NumColors denote the number of colors required to color G

0. Let
Coloring 2 [NumColors]N denote the colors assigned to each node (or unit). As before, let
r̄ 2 N>0 denote an estimate (or, alternatively, an upper bound) of the model “rank” r. Then, the
experiment design procedure proceeds as follows.

Step 1. Let NumColors,Coloring = TwoHopColoring(G).

Step 2. Divide the colors into T 0 = d
NumColors

D�1 e disjoint sets {Colors` : ` = 0, 1, . . . , T 0
� 1} such

that Colors1 contains the first D� 1 colors, Colors2 contains the next D� 1 colors, and so on.

17



Step 3. Then, for ` = 0, 1, . . . , T 0
� 1, let c` 2 [D]N denote a treatment vector such that

a`i =

(
Coloringimod(D � 1) + 2, if Coloringi 2 Colors`,

1, otherwise.

The intuition behind c` is as follows. Since Colors` contains at most D � 1 colors, each color in
Colors` can be associated with a di↵erent treatment in {2, 3, . . . , D}. Units with one of those
colors receive the corresponding treatment. That is, any unit i for which Coloringi 2 Colors`

is assigned the corresponding treatment in {2, 3, . . . , D}. All other units receive treatment 1.

Step 4. Let Ttr be divided into disjoint sets {T
`
tr : ` = 0, 1, . . . , T 0

� 1}, each of length T̄ � r̄D
such that Ttr = T̄ T 0. Then, let Atr

2 [D]N⇥Ttr be defined such that, Atr[:, t] = c` 8t 2 T
`
tr for all

` = 0, 1, . . . , T 0
� 1. For the remainder of this work, we assume T̄ = r̄D unless otherwise stated.

Step 5. Let the prediction treatment of each unit be assigned i.i.d. uniformly at random from the
D possible treatments, i.e., apr

i

i.i.d.
⇠ Unif(D) for all i 2 [N ].

Discussion of experiment design. The experiment design described above uses the graph
coloring over the two-hop version of G to assign treatments. The training measurements are divided
into T 0 disjoint sets—that we will call “periods”—denoted by T

`
tr for ` = 0, 1, . . . , T 0

� 1. The
treatment assignment during each period remains constant, i.e., for any `, at = c` for all t 2 T

`
tr.

The experiment design ensures several important properties hold. First, all nodes that receive
the same color also receive the same treatment at any t 2 Ttr. Second, nodes that receive the
same color have to be at least three hops away from one another, which ensures that, for any
neighborhood N (n) of an arbitrary node n, no two nodes receive the same non-control treatment
at any given t 2 Ttr. Third, each node receives the control treatment 1 for every period, except
for one period during which it receives a non-control treatment. The non-control treatment that a
node receives is given by Coloringimod(D� 1)+2, where Coloringi denotes the color assigned
to unit i. Lastly, each period has length T̄ � r̄D. We show that these properties are important to
proving Lemma 6 in the next section. See Jensen and Toft (2011) for further information on graph
colorings.

6.2 Theoretical guarantees on experiment design

We present two results. The first establishes that the graph-theoretic experiment design described
in Section 6.1 guarantees that TrainingTreatmentTest is passed.

Lemma 6. Suppose Assumption 2 holds. If the training treatments Atr are assigned as in Section
6.1, then TrainingTreatmentTest is passed for any unit n and treatments ãN (n).

Importantly, Lemma 6 gives a guarantee for any unit n and counterfactual treatments ãN (n) of

interest, i.e., for all NDd possible estimands of interest. That is, the experiment design in Section
6.1 can be used to ensure that TrainingTreatmentTest is passed for any target estimand of
interest. Moreover, the experiment design can be applied to any graph of interest (and any valid
two-hop coloring, as described in Section 6.1). In Appendix E.3, we discuss how one can adapt our
experiment design to be less stringent if one is interested in a specific choice of n and ãN (n).

The next result shows that the number of training measurements required under the graph-
theoretic experiment design is O(d2), where d denotes the maximum degree of G.
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Lemma 7. The number of training measurements required by the experimental procedure in Section

6.1 is Ttr = r̄Dd
NumColors

D�1 e, where NumColors  Degree(G0) + 1. As a result, Ttr 
r̄D(d2+D)

D�1 .

By Lemma 7, the experiment design requires Ttr = O(d2) training measurements. Since
r|N (n)| = rd donors are needed for a given n and ãN (n) of interest (as discussed in Section 4.3),
this result shows that one needs O(d3) training samples under the experiment design to guarantee
that TrainingTreatmentTest passes for a given unit and target treatment of interest. That is,
with O(d3) training samples, there is enough variation in the training data such that it is possible
to generalize to the training data to a given target counterfactual treatment of interest.

6.3 Data requirement: Generative example

In this section, we examine how much data is needed for the NSI estimator to get within " accuracy,
using regular graphs as an illustrative setting.

Assumption 10. G is a d-regular graph.

Assumption 11. Assume that each uj,i,k
i.i.d.
⇠ Unif(� 1p

rd
, 1p

rd
) for all j, i 2 [N ] and k 2 [r].

Further, each wt,a,k

i.i.d.
⇠ Unif(� 1p

rd
, 1p

rd
) for all t 2 [T ], a 2 [D], and k 2 [r].

Proposition 8. Suppose r̄ = r. Suppose Assumptions 2, 3, 6, 7, 9, 10, and 11, hold. Suppose that

there are at least rD(d2+D)
D�1 training measurements assigned according to the experiment design in

Section 6 and N = ⌦
�
r2d2D2d+2

�
units. Then, there is a set of units E such that |E| = N�⇥(

p
N)

and a method of choosing donors (i.e., units that satisfy Definition 1) such that, for all n 2 E,

���dIPO(n, ãN (n))� IPO(n, ãN (n))
���

= OP

 
r6d10 log

✓
TtrN

Dd+1

◆
max

 
1

T 1/4
tr

,
D(d+1)/2

N1/4
,

N1/4

D(d+1)/2T 3/2
tr

!!
,

For a d-regular graph, Proposition 8 suggests that to achieve error of order " with high prob-

ability, NSI needs Ttr = ⌦̃
⇣
r
24
d
40

"4

⌘
. To understand whether the sample complexity is reasonable,

consider a naive alternative. For a given unit n, there areD|N (n)| possible counterfactual treatments
that could be applied to the neighborhood N (n). Suppose that we do not impose any structure
on the potential outcomes, i.e., we do not assume (1). Then, to learn how unit n behaves un-
der every possible neighborhood treatment, one would naively need at least one observation per
D|N (n)|

 Dd+1 possible treatments. This naive approach would require ⌦(Dd) samples in order
to estimate the potential outcome for a given n and any ãN (n) of interest. Moreover, to achieve an

error of ", at least 1
"2

samples are needed per treatment, which implies Ttr = ⌦
⇣
D

d

"2

⌘
under a naive

approach.

7 Simulations

In this section, we present simulation results illustrating the behavior of the NSI estimator and
compare it to two related estimators. Let G be a regular graph with degree d, and let the
treatments be binary, i.e., D = 2. In each of the experiments below, we indicate the graph degree.
Let the training treatments be assigned according to the experiment design in Section 6. Further
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Figure 6: Simulation results illustrating the performance of the NSI estimator. (a) considers a
specific unit n and counterfactual ãN (n) of interest. The top plots the spectrum produced in Step
1 of NSI (see Section 3.2). The bottom visualizes the pointwise estimates produced by NSI for
all measurements t in asterisks ⇤ with the 95 percent confidence interval in gray. The ground
truth potential outcomes are given by the solid lines. (b) plots the residuals (dIPO(n, ãN (n)) �
IPO(n, ãN (n))) across 500 simulations. (c) plots the MSE across di↵erent hyperparameters. Each
group of bars gives the MSE for regular graphs of degree 2, 4, and 6, as indicated on the x-axis.
Within each group of bars, the left (blue) bars are for N = 1000, Ttr = 100, and Tpr = 50; the
middle (red) bars for N = 1000 and Ttr = Tpr = 50; and the right (yellow) bars for N = 500 and
Ttr = Tpr = 50.

experiments and details are given in Appendix F.

Predictions. Note that the NSI estimator (7) can be adapted to produce pointwise estimates

bE
h
Y

(ãN (n))
t,n

i
= Z[t, I(n)]Ê[Ztr,I(n) |LF,A]+ztr,n,

such that dIPO(n, ãN (n)) = 1
Tpr

P
t2Tpr

bE
⇥
Y

(ãN (n))
t,n

⇤
. Under this observation, Figure 6(a) shows an

example of the pointwise estimates given by NSI for an example unit n. Consider the bottom
plot. The solid line gives the ground truth potential outcomes for unit n across measurements
t 2 [200]. The pointwise estimates produced by NSI are marked by asterisks ⇤, with the 95 percent
confidence interval in gray. The measurements to the left of the vertical line (i.e., in blue and green)
correspond to the training set Ttr while those to the right (i.e., in red and orange) correspond to
the prediction set Tpr. The top plot gives the spectrum {ŝ`}

q

`=1 produced in Step 1 of Section 3.2,
where the vertical line marks the hard singular value threshold  that is used in Step 1. In Figure

6(a), G is a ring graph (d = 2) with N = 1000 units, ✏
(cN (i))
⌧,i

⇠ N (0, 0.1), and r = 2.
As shown in the bottom plot of Figure 6(a), the predictions closely match the ground-truth

values. As shown on top, 6 components are used to construct the estimates. Since the network-
adjusted rank is 6 (r = 2 and |N (n)| = 3), the fact that NSI uses 6 components explains why its
estimates are fairly accurate. We provide similar plots for other units and target treatments in
Appendix F.

Consistency and asymptotic normality. Figure 6(b) verifies that the NSI estimates are
consistent and asymptotically normal. Specifically, we let G be a ring graph (i.e., d = 2) with

N = 1000 units, ✏
(cN (i))
⌧,i

⇠ N (0, 0.1), and r = 2. For each simulation, we randomly generate the
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potential outcomes of all units under (1) (see Appendix F for details). We run 500 simulations,

then compute the NSI residuals (dIPO(n, ãN (n)) � IPO(n, ãN (n))) for all units n 2 [N ] and across
all possible counterfactual treatments for each n. That is, we use NSI to estimate IPO(n, ãN (n))
for ãN (n) = (1, 0, 0), ãN (n) = (0, 1, 0), ãN (n) = (1, 1, 0), and so on. Figure 6(b) gives a histogram
of the NSI residuals. A Gaussian distribution is fit to the residuals and given by the red line.

MSE trends. Figure 6(c) summarizes the performance of NSI across di↵erent parameters. The
performance is given by the mean-squared error (MSE) across the prediction measurements Tpr,
averaged across 50 units. Each group of bars gives the MSE for regular graphs of degree 2, 4, and
6, as indicated on the x-axis. Within each group of bars, the left (blue) bars are for N = 1000,
Ttr = 100, and Tpr = 50; the middle (red) bars for N = 1000 and Ttr = Tpr = 50; and the right
(yellow) bars for N = 500 and Ttr = Tpr = 50. Each bar is the average of 200 simulations with

✏
(cN (i))
⌧,i

⇠ N (0, 0.1), and r = 2. As expected, the MSE increases with degree (because, holding N
fixed, a higher degree leads to fewer valid donors), fewer nodes (which also leads to fewer valid
donors), and fewer training measurements.

Comparing to other estimators. We also compare the NSI estimator to two others: the SI
estimator (Agarwal et al. 2020b) and a baseline estimator. The SI estimator is similar to NSI,
but SI assumes that there is no spillover and therefore does not account for network interference.
The baseline estimator finds donor units that satisfy Definition 1, then averages the donor units’
observed outcomes. We compare the estimators for a ring graph (details given in Appendix F). We
compare the estimators for a ring graph under the same parameters as those used in Figure 6(b)
averaging across 200 simulations, 50 units, and all possible counterfactual treatments.

The MSEs and R-squared values for the NSI estimator, SI estimator, and baseline estimators
are, respectively, (0.1174, 0.8735), (0.2310, 0.8149), and (3.398, -2.957). Both the NSI and
baseline estimators use donor sets that contain, on average, 41 units. The SI estimator uses donor
sets with, on average, 166 units. As such, even though the SI estimator has more donors, the
performance of NSI is better than that of SI, which is better than that of the baseline estimator.

8 Conclusion and future work

There is rising interest in estimating unit-specific potential outcomes. In this work, we consider
the estimation of unit-specific potential outcomes in the presence of spillover, i.e., the treatment
assigned to one unit a↵ects the outcome of another unit. We focus on the panel data setting and
model spillover as network interference.

As our main contribution, we provide an estimator that we call Network Synthetic Interventions
(NSI). In addition to producing point estimates, NSI provides confidence intervals. We show that,
under a low-rank latent-factor model and suitable conditions, the NSI estimates are consistent and
asymptotically normal. We provide two validity tests that determine whether key conditions hold.
We find that obtaining good estimates under spillover requires that the data is rich enough. To
this end, we provide an experiment design.

There are many paths for future work. Although the method that we provide comes with strong
performance guarantees, it has strict data requirements, as discussed in Section 4.3. One path for
future work would be to explore whether these requirements can be relaxed. Second, we explore
unit-specific potential outcome estimation. If such fine-grained estimates are not needed, one could
examine whether NSI and its data requirements can be improved for coarser estimands of interest.
Finally, one compelling path for future work would be to test NSI on real-world datasets.
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Appendix

A Preliminaries

Let [X] := {1, . . . , X} for any positive integer X. For any treatment vector a 2 [D]N and some set
S ✓ [N ], let aS 2 [D]|S| denote the vector containing the elements of a indexed by S. Similarly, let
ai 2 [D] denote the i-th element of a. Let Ix denote the x ⇥ x identity matrix and ⌦ denote the
Kronecker product. Let Ind(·) denote the indicator function. Let k·k

 2
denote the Orlicz norm. Let

Op denote a probabilistic version of big-O notation. Formally, for any sequence of random vectors
Xn, Xn = Op(�n) if, for any " > 0, there exists constants c" and n" such that P (kXnk2 > c"�n) < "
for every n � n". Equivalently, we say that Xn/�n is “uniformly tight” or “bounded in probability.”
Similarly, let oP denote the probabilistic version of little-o notation. Formally, for any sequence
of random variables Xn, Xn = oP (1) if and only if Xn

p
! 0. Let ⌦̃ denote the variation on big-

⌦ notation that ignores logarithmic terms such that ⌦(a(n) logk(n)) = ⌦̃(a(n)). For two sets of
indices S1 ✓ [m1] and S2 ✓ [m2] as well as a matrix ⇧ 2 Rm1⇥m2 , let ⇧[S1, S2] 2 R|S1|⇥|S2| denote
the submatrix of ⇧ corresponding to the rows indexed by S1 and columns index by S2. We use “ : ”
as a shorthand for the entire set of indices such that ⇧[ : , S2] 2 Rm1⇥|S2| and ⇧[S1, : ] 2 R|S1|⇥m2 .
Let X

⇤ denote the ⇤-product space X ⇥ X ⇥ . . . ⇥ X , where the length of the product is not
pre-determined. Lastly, let ⇧+ denote the pseudo-inverse of ⇧.

Remark 5. The estimation procedure for NSI requires the use of a singular value thresholding
(SVT) method. Given a list of singular values (also known as a spectrum) (s1, s2, . . . , sX) where
s1 � s2 � . . . � sX , an SVT method determines a threshold rSVT  X. The singular values
(s1, s2, . . . , srSVT) are preserved, and the remaining are discarded. SVT is often used to “de-noise”
a matrix using its singular values. That is, one reconstructs a de-noised matrix by keeping the top
rSVT components of that matrix and attributing the remaining components to noise. In this way,
one can think of rSVT as the matrix’s estimated rank.

There are several popular methods for SVT. One could, for instance, use a universal SVT
method, such as that given in (Chatterjee 2015). There are also popular methods for what is known
as elbow (or knee) point detection (Zack et al. 1977, Satopaa et al. 2011), which look for the point
of maximum curvature along a monotonic curve.

B Helper lemmas

Lemma 9. Let X 2 Rm1⇥m2 be a random matrix where Xi,j

i.i.d.
⇠ px is drawn from a continuous,

non-degenerate distribution px. Then, rank(X) = min(m1,m2) almost surely.

Proof. Let Vj = span({xk : k = 1, . . . , j}), where xk denotes the k-th column of X. Since V1 is a
one-dimensional subspace and xk consists of i.i.d. non-degenerate, continuous random variables,

P (x2 2 V1) = 0.

In other words, with probability 1, V2 is a two-dimensional subspace. By induction, Vj is a j-
dimensional subspace almost surely as long as j  m1. For any j � m1, Vj is an m1-dimensional
subspace. Therefore, rank(X) = min(m1,m2) almost surely.

Lemma 10. Suppose Assumptions 1, 2, and 11 hold. Then, Assumption 4 holds almost surely if
there are at least r|N (n)| donors.
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Proof. Consider a unit n. Recall that

ũn,N (n) = [u>
N1(n),n

, u>
N2(n),n

, . . . , u>
N|N (n)|(n),n

]> 2 Rr|N (n)|.

Further, recall that linear span inclusion (Assumption 4) requires that

ũn,N (n) =
X

j2I(n)

�jũj,⇡j(N (j)), (11)

for some {�j}j2I(n) , where ⇡j is defined in Definition 1. To show that linear span inclusion holds,

suppose that we construct a matrix U = [ũj,⇡j(N (j)) : j 2 I
(n)] 2 Rr|N (n)|⇥|I(n)|. By Lemma 9,

rank(U) = min(r|N (n)|, |I(n)
|) almost surely. Since |I

(n)
| � r|N (n)|, rank(U) = r|N (n)|, which

implies that (11) and therefore that Assumption 4 holds almost surely.

Lemma 11. Consider G. Suppose that G contains N 0 disjoint clusters, each of size M . Suppose that
every unit is assigned a treatment a 2 [D] independently and uniformly at random. Let si 2 [D]M

denote the (ordered) sequence of treatments for cluster i 2 [N 0]. Let s0 denote a reference sequence.
Let B denote the number of clusters for which the cluster’s treatments si match the reference
treatments s0, i.e., si = s0. Then,

P

✓
B �

�N 0

DM

◆
 exp

✓
�2(�� 1)2N 0

D2M

◆
,

for any � > 1, and

P

✓
B 

�N 0

DM

◆
 exp

✓
�2(�� 1)2N 0

D2M

◆
,

for any � < 1.

Proof. Let there be N 0 clusters, each of size M . Let si 2 [D]M denote the (ordered) sequence of
treatments for cluster i 2 [N 0]. Let s0 denote a reference sequence.

Let b = (s1 = s0, s2 = s0, . . . , sN 0 = s0) 2 {0, 1}N
0
. Intuitively, b is a binary vector, where

entry bi indicates whether si matches the reference sequence s0. Let B =
P

N
0

i=1 bi, i.e., the number
of clusters for which the cluster’s treatments si match the reference treatments s0.

Under the setup (in particular, that units are assigned treatments independently and uniformly
at random, and the sequences si are over disjoint clusters), b is a sequence of i.i.d. Bernoulli
random variables and E[B] = N

0

DM . Then, by Hoe↵ding’s inequality,

P (B � �EB) = P (B � EB � (�� 1)EB)

 exp

✓
�2(�� 1)2(EB)2

N 0

◆

= exp

✓
�2(�� 1)2N 0

D2M

◆
,

for � > 1.

Lemma 12. Suppose Assumption 10 holds. For every unit i 2 [N ], fix an ordering over the
neighborhood N (i), and let Ci denote the (ordered) colors assigned to N (i). We say that a unit i
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is a “coloring donor” for an ego-unit n 6= i if Ci = Cn. Then, there are at least N �⇥(
p
N) units

with at least
p
N coloring donors.

Proof. First, note that every unit has d neighbors by Assumption 10. In addition, it is well known
that a coloring of G0 (as defined in Section 6.1) requires at most d2 + 1 colors. Therefore, there
are ⇢(d) = (d2 + 1)d+1 ways to color each neighborhood. Let O1,O2, . . . ,O⇢(d) denote the possible
(ordered) colorings and Nk = |{i : Ci = Ok}| denote the number of units for which the (ordered)
neighborhood is colored according to Ok. Let O� = {k : Nk <

p
N}, i.e., O� is formed by removing

all colorings that match fewer than
p
N neighborhoods.

Since at most ⇢(d)
p
N units have colors O� and all remaining units have at least

p
N coloring

donors by definition of O�, there are at least N � ⇢(d)
p
N = N �⇥(

p
N) units with at least

p
N

coloring donors.

Lemma 13. Consider two matrices X1 2 Rm1⇥m2 and X2 2 Rm
0
1⇥m2. Then, rowspace(X1) 6✓

rowspace(X2) if and only if there exists a vector v 6= 0m1 such that X2X>
1 v = 0m0

1
and X>

1 v 6= 0m2.

Proof. rowspace(X1) 6✓ rowspace(X2) if and only if there exists a vector v 6= 0m1 such that X>
1 v 6=

0m2 is in the null space of X>
2 , which is equivalent to X2X>

1 v = 0m0
1
.

Notation and definitions. For Lemmas 14-19, we suppress the conditioning on LF and A. Let

✏
t,I(n) = [✏

(at
N (j))

t,j
: j 2 I

(n)] 2 R|I(n)|. Let ✏tr,n = [✏
(at

N (n))

t,n
: t 2 Ttr] 2 RTtr . Let � = ↵̂ � ↵, where

↵ is defined below Theorem 1. Recall that Rtr denotes the matrix containing the right singular
vectors of E

⇥
Ztr,I(n)

��LF,A
⇤
. Let Zrtr

tr,I(n) =
P

rtr
`=1 ŝ`µ̂`⌫̂

>
`

= L̄tr⌃̄trR̄>
tr, where ŝ`, µ̂`, and ⌫̂` are

defined in Section 3.2. Let P = RtrR>
tr and P̄ = R̄trR̄>

tr. Let Q̄ = L̄trL̄>
tr.

Lemma 14 (Adapted from Agarwal et al. (2023b)). Consider the setup of Theorem 2. Then,

kP�k2 = OP

0

@
p
rtr

⇠000T 1/4

tr

p
|I(n)|

+
r3/2tr

q
log
�
Ttr|I

(n)|
�

(⇠000)5/2
p
|I(n)|min

⇣p
Ttr,

p
|I(n)|

⌘ +
r2tr

q
log
�
Ttr|I

(n)|
�

(⇠000)4min
⇣
T 3/2
tr , |I(n)|3/2

⌘

1

A ,

where ⇠000 is defined in Theorem 2 and depends only on r and d. Furthermore,

���Zrtr

tr,I(n)↵̂� Eztr,n
���
2

2


���Zrtr

tr,I(n) � EZtr,I(n)

���
2

2,1
k↵k

2
1 + 2

D
Zrtr

tr,I(n)�, ✏tr,n
E
.

Lemma 15 (Adapted from Agarwal et al. (2023b)). Let xt be a sequence of independent, zero-mean
sub-Gaussian random variables with variance �̄2. Then, 1

H

P
H

t=1 �t = OP (�̄2/
p
H).

Lemma 16 (Adapted from Agarwal et al. (2023b)). Let Assumptions 2-3 and 6-9 hold. Then,

���Zrtr

tr,I(n) � EZtr,I(n)

���
2,1

= OP

 
1

⇠000

 p
rtrTtr log(Ttr|I

(n)|)

min(
p
Ttr, |I(n)|)

!!
,

where ⇠000 is defined in Theorem 2 and depends only on r and d.

Lemma 17 (Adapted from Agarwal et al. (2023b)). Let Assumptions 2-8 hold. Then, Zrtr

tr,I(n)↵̂ =

Q̄(Eztr,n + ✏tr,n) and, for any � > 0,

P
�⌦
Q̄✏tr,n, ✏tr,n

↵
� �2rtr + �

�
 exp

✓
�⇠̄

✓
�2

�4rtr
,
�

�2

◆◆
,
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for some universal constant ⇠̄ > 0. Moreover, given Zrtr

tr,I(n),

D
Zrtr

tr,I(n)�, ✏tr,n
E
= OP

✓
rtr +

p
Ttr +

���Zrtr

tr,I(n) � EZtr,I(n)

���
2,1

k↵k1

◆
,

with respect to the randomness in ✏tr,n.

Lemma 18 (Adapted from Agarwal et al. (2023b)). Let x 2 Rm be a random variable with
independent, zero-mean sub-Gaussian random coordinates with kxik 2

 K for every i 2 [m].
Let x0

2 Rm be another random variable that satisfies kx0
k2  K 0. Then, for any � � 0,

P

 �����

mX

i=1

x0ixi

����� � �

!
 2 exp

✓
�

⇠̄�2

(KK 0)2

◆
.

Lemma 19 (Adapted from Agarwal et al. (2023b)). For a given unit n 2 [N ] and counterfactual
treatment ã of interest, suppose Assumptions 2-9 hold. Then, conditioned on LF and A,

k↵̂�↵k2 = OP

 p
log(Ttr|I

(n)|)

(⇠000)3/2

 
r3/4tr

T 1/4
tr |I(n)|1/2

+
r3/2tr

(⇠000)3/2min(
p
Ttr,

p
|I(n)|)

!!
.

Remark 6. Lemmas 14-19 are adapted from Agarwal et al. (2020b). One can check that the
assumptions for these lemmas hold in our setting. In particular, the main di↵erence between the
assumptions in our work and in Agarwal et al. (2020b) is the definition of the “donor set.”

To see how this a↵ects the assumptions, first note that observation pattern in this work allows for
any sequence of treatments during the training period (referred to as the “pre-intervention” period
in Agarwal et al. (2020b)). In contrast, in Agarwal et al. (2020b), the treatment must be constant
across the training measurements, and it is assumed that all units are under treatment 0 during
the pre-intervention (i.e., training) period. This di↵erence is reflected in the assumptions via the
donor set. Once we adjust the choice of donor set (Definition 1) to suit the network interference
setting, the assumptions in Agarwal et al. (2020b) can be mapped to ours.

Second, note that the model in (Agarwal et al. 2020b) is given by (in their notation)

Y (d)
tn

=
D
u(d)
t

, vn
E
+ "(d)

tn
, (12)

where u(d)
t

, vn 2 Rr are latent factors; "(d)
tn

is a zero-mean, independent noise term; and Y (d)
tn

is the
potential outcome of interest. Recall from (2) that our model is given by (in our notation)

Y
(aN (n))
t,n

=
D
ũn,N (n), w̃t,aN (n)

E
+ ✏

(aN (n))
t,n

, (13)

where ũn,N (n), w̃t,aN (n)
2 Rr|N (n)| are latent factors; ✏

(aN (n))
t,n

is a zero-mean, independent noise

term; and Y
(aN (n))
t,n

is the potential outcome of interest. As such, our setup model is analogous to
the model used by Agarwal et al. (2020b), with a change of notation.

We now go through the assumptions one-by-one. As we saw above, Assumption 2 is equivalent
to Assumption 2 in (Agarwal et al. 2020b), with a change of notation. Furthermore, Assumption 1
is automatically satisfied when Assumption 2 holds. Assumptions 2 and 3 together give Assumption
3 of (Agarwal et al. 2020b). Similarly, Assumptions 6 and 7 map one-to-one to Assumptions 5
and 6 of (Agarwal et al. 2020b) under the change of notation. Assumptions 4 and 5 also map one-
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to-one to Assumptions 4 and 8 under the new definition of a donor set, as given by Definition 1.
Assumption 8 is slightly di↵erent than Assumption 7 of (Agarwal et al. 2020b) in that the constants
in this work can depend on model rank r or maximum degree d of G. In (Agarwal et al. 2020b),
this change is mainly reflected via Equations (41) and (54). In both, the right-hand side should be
multiplied by a factor of 1/⇠000, where ⇠000 is defined in Theorem 2. Both these changes are reflected
in our Lemmas 14 and 16 above.

Lastly, note that (Agarwal et al. 2020b) analyze the coe�cients ↵ as well as ↵? = RtrR>
tr↵.

In our work, our proofs only utilize ↵ because E[Ztr,I(n) |LF,A]+ = Rtr⌃
�1
tr Ltr, which implies that

↵? = RtrR>
trRtr⌃

�1
tr LtrE[ztr,n|LF,A] = E[Ztr,I(n) |LF,A]+E[ztr,n|LF,A] = ↵.

Lemma 20 (Adapted from Lemma 19 by Agarwal et al. (2023a)). Suppose that Assumptions 2, 4,

7, and 8 hold. Then, k↵k2 

p
r

⇠0
p
⇠00|I(n)|

, where ⇠0 and ⇠00 are defined in Assumption 8 and depend

only on the model rank r and maximum degree d of G.

Remark 7. Lemma 20 is adapted from Lemma 19 of (Agarwal et al. 2023a). It is easy to verify
that the setup is identical, with Assumptions 2 (which automatically satisfies Assumption 1), 4, 7,
and 8 map to Assumptions 1, 3b, 6, and 9, respectively. Note that the proof of Lemma 19 only
requires Assumption 3a (and not Assumption 3b). There is one important di↵erence, which is that
Assumption 8’s constants ⇠0 and ⇠00 can depend on r and d. In Agarwal et al. (2023a), this simply
means translates to a factor of 1

⇠0
p
⇠00
, where ⇠0 and ⇠00 are defined in Assumption 8, as reflected in

Lemma 20.

Lemma 21 (Adapted from Theorem 3.1 by Matoušek (2008)). Let R 2 Rd1⇥d2. Let Rij

i.i.d.
⇠ pR,

where E[Rij ] = 0, var(Rij) = 1, and pR is a sub-Gaussian distribution. Let ⌘ 2 (0, 1/2], � 2 (0, 1),
d = C⌘�2 log(2/�), where C is a constant that depends on pR. Then, with probability at least 1� �,

(1� ⌘) kxk2  kRxk2  (1 + ⌘) kxk2 ,

for all x 2 Rd2.

Lemma 22. Suppose Assumption 2, 3, 10, and 11 hold. Then, under the experiment design in
Section 6.1, Assumption 8 holds with high probability.

Proof. In this proof, we abbreviate I
(n) to I.

Decomposing E[Ztr,I |LF,A]. Let Ñ (j) denote ⇡j(N (j)), where ⇡j is specified in Definition 1,
i.e., Ñ (j) corresponds to the permuted neighborhood of donor j, where the permutation is fixed

under Definition 1. In the remainder of this proof, we use the decomposition E[Ztr,I |LF,A] = fWUI ,
where

fW =
h
w̃>

t,A[N (n),t] : t 2 Ttr]
i
2 RTtr⇥r(d+1), (14)

UI =
h
uÑj(Ik),Ik : j  |N (n)|, k  |I|

i
2 Rr(d+1)⇥|I| . (15)

Reducing the problem to upper bounding the condition number of fW . By Assumption
11, the variance of uj,i,k and wt,a,k is 1

3r(d+1) . Applying Lemma 21,

(1� ⌘)
���fW>x

���
2


s
3r(d+ 1)

|I|

���U>
I fW>x

���
2
 (1 + ⌘)

���fW>x
���
2
,
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for all x 2 RTtr with probability at least 1� 2 exp
⇣
�

|I|⌘2
C

⌘
for ⌘ 2 (0, 1/2] and |I| > C log 2

⌘2
.

Let �(X) denote the condition number of matrix X, i.e., the ratio of the largest to rX -th largest
singular values of X, where rX denotes the rank of X. Let Bb denote the unit ball in Rb. This
implies that

(�(fWU))2 =
maxx2BTtr

���U>
I
fW>x

���
2

minx2BTtr

���U>
I
fW>x

���
2



maxx2BTtr
(1 + ⌘)

q
|I|

3r(d+1)

���fW>x
���
2

minx2BTtr
(1� ⌘)

q
|I|

3r(d+1)

���fW>x
���
2

=
(1 + ⌘)maxx2BTtr

���fW>x
���
2

(1� ⌘)minx2BTtr

���fW>x
���
2


3

2
(�(fW ))2.

Therefore, upper bounding the condition number of E[Ztr,I |LF,A] comes down to upper bounding

the condition number of fW .

Bounding the condition number of fW . The condition number of fW is given by

vuutmaxx2Br(d+1)
x>fW>fWx

minx2Br(d+1)
x>fW>fWx

, (16)

where we once again take max and min over x for which kxk2 = 1. We therefore study fW>fW .

Note that fW>fW can be split into (d+1)⇥ (d+1) block matrices, where each block matrix is r⇥ r.

Let the (j, k)-th block matrix be denoted by Xj,k
2 Rr⇥r. By the definition of fW and ew·,·, the

(j, k)-th block matrix can be written as:

Xj,k =
X

t2Ttr

wt,A[Nj(n),t]w
>
t,A[Nk(n),t]

.

For the remainder of the proof, we assume D = 2 for ease of exposition. However, it is easy to
show that our results extend for D > 2.

Now, note that, under the experiment design in Section 6, three facts hold true if j 6= k:

1. j and k receive the treatment 1 at the same time for exactly Ttr � 2T̄ measurements; and

2. j receives a non-control treatment and k receives treatment 1 for exactly T̄ time steps; and

3. k receives a non-control treatment and j receives treatment 1 for exactly T̄ time steps.

Let Tj denote the measurements for which j receives a non-control treatment and Tk denote the
measurements for which k receives a non-control treatment. Note that Tj and Tk are disjoint by
the experiment design in Section 6.1. Note further that |Tj | = |Tk| = T̄ .
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Then, if j 6= k,

Xj,k =
X

t2Ttr\{Tj[Tk}

wt,0w
>
t,0 +

X

t2Tj

wt,1w
>
t,0 +

X

t2Tk

wt,0w
>
t,1,

We now make use of two facts. First, sincew·,· is bounded, it is sub-Gaussian. Second, E[wt,0w>
t,1] =

E[wt,1w>
t,0] = 0. Third, E[wt,0w>

t,0] = E[wt,1w>
t,1] = Cov(w·,·) = 1

3r(d+1)Ir⇥r. As such, we can

characterize Xj,j and Xj,k in a high-probability sense, as follows:

1. If j = k, Xj,k = ⇥P

⇣
Ttr

3r(d+1)Ir⇥r

⌘
.

2. If j 6= k,
P

t2Ttr\{Tj[Tk}wt,0w>
t,0 = ⇥P

⇣
Ttr�2T̄
3r(d+1)Ir⇥r

⌘
.

3. If j 6= k, the two right-hand sums are
P

t2Tj wt,1w>
t,0 +

P
t2Tk wt,0w>

t,1 = ⇥P ([0]r⇥r).

Therefore,

fW>fW = ⇥P

0

B@
2T̄

3r(d+ 1)
Ir(d+1)⇥r(d+1) +

Ttr � 2T̄

3r(d+ 1)

2

64
Ir⇥r Ir⇥r . . .
Ir⇥r Ir⇥r . . .
...

...
. . .

3

75

1

CA , (17)

and

x>fW>fWx = ⇥P

0

@ 2T̄

3r(d+ 1)
kxk22 +

Ttr � 2T̄

3r(d+ 1)

�����

d+1X

k=1

xk

�����

2

2

1

A (18)

= ⇥P

0

@ 2T̄

3r(d+ 1)
+

Ttr � 2T̄

3r(d+ 1)

�����

d+1X

k=1

xk

�����

2

2

1

A , (19)

where x> = [x>
1 ,x

>
2 , . . . ,x

>
d+1], and the second equality follows from the fact that we re-

strict our attention to x for which kxk2 = 1. Note that
���
P

d+1
k=1 xk

���
2

2
=
P

r

`=1(
P

d+1
k=1 xk,`)

2


(
P

r

`=1 |
P

d+1
k=1 xk,`|)

2
 (
P

r

`=1

P
d+1
k=1 |xk,`|)

2
 kxk21  r(d+ 1) kxk22. Therefore,

�(fW ) =

vuutmaxx2Br(d+1)
x>fW>fWx

minx2Br(d+1)
x>fW>fWx

= OP

 r
1 +

r(d+ 1)(Ttr � 2T̄ )

2T̄

!

= OP

 r
1 +

r(d+ 1)(d2 � 1)

2

!

= OP

 r
1 +

r(d+ 1)3

2

!

= OP

⇣p
1 + 4rd3

⌘
,
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where the second inequality follows from the fact that there are at most d2+1 sets of T̄ that make
up Ttr under the experiment design in Section 6.1. Therefore, the requirement on the condition
number in Assumption 8 holds with ⇠0 = (1 + 4rd3)�1/2.

Requirement on Frobenius norm. It remains to show that the second requirement of Assump-
tion 8 holds. To do so, note that

kE[Ztr,I |LF,A]k
2
2 =

X

t,j

(E[Ztr,I |LF,A]tj)
2

=
X

t,j

(w̃>
t,A[N (n),t]ũj,N (j))

2

=
X

t,j

 
d+1X

b=1

w>
t,A[Nb(n),t]

uNb(j),j

!2

=
X

t,j

0

@
X

a2[D]

w>
t,a

d+1X

b=1

uNb(j),jInd(A[Nb(n), t] = a)

1

A
2

. (20)

Note that

E

2

4

0

@
X

a2[D]

w>
t,a

d+1X

b=1

uNb(j),jInd(A[Nb(n), t] = a)

1

A
23

5

�

X

a2[D]

E

2

4
 
w>

t,a

d+1X

b=1
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Since wt,a,k and u`,j,k are bounded, w2
t,a,k

and u2
`,j,k

are sub-Gaussian. As such, combining (20) and
(21) gives

E[Ztr,I |LF,A] = !P

✓
Ttr|I|

9r(d+ 1)

◆
,

which confirms that Assumption 8 holds with high probability for ⇠00 = (9r(d+ 1))�1.

C Proofs for Section 4

C.1 Proof of Theorem 1

Proof. Recall from Definition 2 that identifiability requires that the estimand f(✓) can be written
as a function g(P✓) of the data distribution P✓, where ✓ are the unknown model parameters. In
our setting, the unknown model parameters are the latent factors, thus ✓ = LF . The observed
dataset consists of the matrices of observed outcomes Z[Ttr, :] and Z[Tpr, :], whose joint distribution,
denoted P✓, is both a function of the unknown parameter ✓ and the known and fixed parameters
(A,G, Ttr, Tpr).

Our estimand f(✓) = IPO(n, ãN (n)) =
1

Tpr

P
t2Tpr E

h
Y

(ãN (n))
t,n

i
. The claim in Theorem 1 is that

IPO(n, ãN (n)) is identifiable as we can write it as a function of expectations of the data, as given
by

f(✓) := IPO(n, ãN (n)) =
1

Tpr
1T E[Zpr,I(n) |LF,A] E[Ztr,I(n) |LF,A]+ E[ztr,n|LF,A] =: g(P✓).

To show this claim, we first define some additional notation. Let UI(n) be a r|N (n)|⇥ |I
(n)

| matrix
where the j-th column of UI(n) corresponds to the network-adjusted latent factor associated to the
j-th donor, i.e. ũi,N (v) where unit i is the j-th donor in I

(n). Let Wtr be a r|N (n)| ⇥ Ttr matrix
where the j-th column of Wtr corresponds to the network adjusted latent factor and the applied
treatment associated to the j-th measurement in the training period Ttr, i.e. w̃t,a

t
N (n)

where t is

the j-th measurement in Ttr. Similarly let Wpr be a r|N (n)| ⇥ Tpr matrix where the j-th column
of Wpr corresponds to the network adjusted latent factor associated to the j-th measurement and
the counterfactual treatment ãN (n) in the prediction period Tpr.

By conditional exogeneity as stated in Assumption 3 and the latent factor model as stated in
Assumption 2, it follows that for any t, i, ã,

E[Y (ã)
t,i

|LF,A] = hw̃t,ãN (i)
, ũi,N (i)i.

As a result, we can write the target estimand as

IPO(n, ãN (n)) :=
1

Tpr

X

t2Tpr

E
h
Y

(ãN (n))
t,n

i
=

1

Tpr
1T W T

prũn,N (n).

By the linear span property as stated in Assumption 4, there must exist a vector � 2 R|I(n)| such
that ũn,N (n) = UI(n)�. Along with the latent factor model decomposition and the condition that
donors must share the same applied treatment as n in the training period, it also follows that
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E[ztr,n|LF,A] = E[Ztr,I(n) |LF,A]�. By substitution,

IPO(n, ãN (n)) =
1

Tpr
1T W T

pr UI(n)� =
1

Tpr
1T E[Zpr,I(n) |LF,A]�,

where the latter equality follows from the latent factor model, conditional exogeneity, and the
construction of the donor set, which enforces that the applied treatments to the donors during the
prediction period must match the counterfactual treatment. By the subspace inclusion property
as stated in Assumption 5, there must exist a matrix � 2 RTpr⇥Ttr such that E[Zpr,I(n) |LF,A] =
� E[Ztr,I(n) |LF,A], such that by substitution

IPO(n, ãN (n)) =
1

Tpr
1T � E[Ztr,I(n) |LF,A]�,

(a)
=

1

Tpr
1T � E[Ztr,I(n) |LF,A] E[Ztr,I(n) |LF,A]+ E[Ztr,I(n) |LF,A]�,

(b)
=

1

Tpr
1T E[Zpr,I(n) |LF,A] E[Ztr,I(n) |LF,A]+ E[ztr,n|LF,A] =: g(P✓).

where (a) follows from the property of pseudoinverses, and (b) follows from the construction of �
and � from the linear span and subspace inclusion properties.

C.2 Proof of Theorem 2

Proof. In this proof, we suppress the conditioning on LF and A. Let � = ↵̂ � ↵, where ↵ is

defined in Section 4.1. Let ✏
t,I(n) =


✏
(at

N (j))

t,j
: j 2 I

(n)

�
2 R|I(n)|. Lastly, recall that Rpr and Rtr

denote the matrices containing the right singular vectors of E
⇥
Zpr,I(n)

��LF,A
⇤
and E

⇥
Ztr,I(n)

��LF,A
⇤
,

respectively.
By (6), (7), the definition of ↵ in Section 4.1 and the definition of ↵̂ in Section 4.1,

dIPO(n, ãN (n))�IPO(n, ãN (n))

=
1

Tpr

X

t2Tpr

⇣D
Z[t, I(n)], ↵̂

E
�

D
EZ[t, I(n)],↵

E⌘

=
1

Tpr

X

t2Tpr

⇣D
EZ[t, I(n)],�

E
�

D
EZ[t, I(n)], ↵̂

E
+
D
EZ[t, I(n)] + ✏

t,I(n) , ↵̂
E⌘

=
1

Tpr

X

t2Tpr

⇣D
EZ[t, I(n)],�

E
+
D
✏
t,I(n) , ↵̂

E⌘

=
1

Tpr

X

t2Tpr

⇣D
EZ[t, I(n)],�

E
+
D
✏
t,I(n) ,↵

E
+
D
✏
t,I(n) ,�

E⌘
,

where the second equality follows from Z[t, I(n)] = EZ[t, I(n)] + ✏
t,I(n) .
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Let P = RtrR>
tr. By Assumption 5, Rpr = PRpr, which implies E[Zpr,I(n) ] = E[Zpr,I(n) ]P.

Therefore,

dIPO(n, ãN (n))� IPO(n, ãN (n)) =
1

Tpr

X

t2Tpr

⇣D
EZ[t, I(n)],P�

E
+
D
✏
t,I(n) ,↵

E
+
D
✏
t,I(n) ,�

E⌘
.

(22)

The three terms on the right-hand side can be bounded using Lemmas 14, 15, and 19, as follows.

Bounding the three terms in (22). To bound the first term in (22), observe that

D
EZ[t, I(n)],P�

E


���EZ[t, I(n)]
���
2
kP�k2  kP�k2

q
|I(n)|

=)
1

Tpr

X

t2Tpr

D
EZ[t, I(n)],P�

E
 kP�k2

q
|I(n)|,

where the first inequality follows from the Cauchy-Schwartz inequality and the second inequality
from Assumption 7. One can then upper bound kP�k2 using Lemma 14 to get

1

Tpr

X

t2Tpr

D
EZ[t, I(n)],P�

E

= OP

0

@
p
rtr

⇠000T 1/4

tr

+
r3/2tr

q
log
�
Ttr|I

(n)|
�

(⇠000)5/2min
⇣p

Ttr,
p
|I(n)|

⌘ +
r2tr

q
|I(n)| log

�
Ttr|I

(n)|
�

(⇠000)4min
⇣
T 3/2
0 , N3/2

d

⌘

1

A ,

where ⇠000 is defined in Theorem 2.
To bound the second term in (22), observe that

E
hD

✏
t,I(n) ,↵

Ei
= 0, Var(✏

t,I(n) ,↵) = �2 k↵k
2
2 ,

for all t 2 Tpr by by Assumptions 2 and 6. Furthermore, Assumption 6 gives that
D
✏
t,I(n) ,↵

E
are

independent across t. By Lemmas 15 and 20,

1

Tpr

X

t2Tpr

D
✏
t,I(n) ,↵

E
= OP

 
k↵k2p
Tpr

!
= OP

0

@
p
rtr

⇠0
q
⇠00Tpr|I

(n)|

1

A .

Lastly, to bound the third term in (22), we define the following events

E1 =

(
k�k2 = O

 p
log(Ttr|I

(n)|)

(⇠000)3/2

 
r3/4tr

T 1/4
tr |I(n)|1/2

+
r3/2tr

(⇠000)3/2min(
p
Ttr,

p
|I(n)|)

!!)
,

E2 =

(
1

Tpr

X

t2Tpr

D
✏
t,I(n) ,�

E

= O

 p
log(Ttr|I

(n)|)p
Tpr(⇠000)3/2

 
r3/4tr

T 1/4
tr |I(n)|1/2

+
r3/2tr

(⇠000)3/2min(
p
Ttr,

p
|I(n)|)

!!)
.
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Noting that
D
✏
t,I(n) ,�

E
are independent across t, Lemmas 19 and 15 imply that E1 and E2|E1

occur with high probability, which also implies that E2 occurs with high probability and therefore
that

1

Tpr

X

t2Tpr

D
✏
t,I(n) ,�

E
= OP

 p
log(Ttr|I

(n)|)p
Tpr(⇠000)3/2

 
r3/4tr

T 1/4
tr |I(n)|1/2

+
r3/2tr

(⇠000)3/2min(
p
Ttr,

p
|I(n)|)

!!
.

Note that we can safely assume that ⇠000 < 1 because if there exists a ⇠000 � 1, letting ⇠000 take
some value less than 1/⇠000 will always satisfy Assumption 8. Together, the three bounds and the
observation above give the theorem result.

C.3 Proof of Theorem 3

Proof. In this proof, we suppress the conditioning on LF and A. Let � = ↵̂ � ↵, where ↵ is

defined below Theorem 1. Let ✏tr,n = [✏
(a⌧

N (n))
⌧,n : ⌧ 2 Ttr]. Let ✏

t,I(n) = [✏
(at

N (j))

t,j
: j 2 I

(n)] 2 R|I(n)|.

Recall that Rtr denotes the matrix containing the right singular vectors of E
⇥
Ztr,I(n)

��LF,A
⇤
.

Let Zrtr

tr,I(n) =
P

rtr
`=1 ŝ`µ̂`⌫̂

>
`

= L̄tr⌃̄trR̄>
tr, where ŝ`, µ̂`, and ⌫̂` are defined in Section 3.2. Let

P = RtrR>
tr and Q̄ = L̄trL̄>

tr.

Asymptotic normality. We begin by establishing that, conditioned on LF and A,

p
Ttr

� k↵k2

⇣
IPO(n, ãN (n))� dIPO(n, ãN (n))

⌘
d
! N (0, 1).

We use an equation from the proof of Theorem 2. By (22), we have

dIPO(n, ãN (n))� IPO(n, ãN (n)) =
1

Tpr

X

t2Tpr

⇣D
EZ[t, I(n)],P�

E
+
D
✏
t,I(n) ,↵

E
+
D
✏
t,I(n) ,�

E⌘
(23)

We now analyze each of the three terms on the right-hand side of (23).
To characterize the first term in (23), observe that

D
EZ[t, I(n)],P�

E


���EZ[t, I(n)]
���
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D
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E
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Tpr|I

(n)|

� k↵k2

,

where the first inequality follows from the Cauchy-Schwartz inequality and the second inequality
from Assumption 7. Then,

X
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D
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kP�k1 
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Therefore,
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= oP (1),
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under the condition k�k2 = oP

✓
�k↵k2p
Tpr|I(n)|

◆
, as given in the theorem statement.

To characterize the second term in (23), observe that

E
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✏
t,I(n) ,↵

Ei
= 0, Var(✏

t,I(n) ,↵) = �2 k↵k
2
2 ,

for all t 2 Tpr by Assumptions 2 and 6. By the Lindelberg-Lévy Central Limit Theorem,
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To characterize the third term in (23), note that
D
✏
t,I(n) ,�

E
are independent across t and mean-zero

for t 2 Tpr. We define two events:

E1 =

(
k�k2 = o

 r
k↵k2

�

!)
,

E2 =

8
<

:
1

Tpr

X

t2Tpr

D
✏
t,I(n) ,�

E
= o

 
k↵k2 �p
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;

By the theorem statement, E1 holds with high probability. Moreover, Lemma 15 implies that E2|E1

holds with high probability since, conditioned on E1,
D
✏
t,I(n) ,�

E
is sub-Gaussian with variance

upper bounded by k↵k2 �. Therefore, E2 holds with high probability, which implies that

1
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Combining all three terms,
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as stated in the theorem.

Convergence of variance. By the definition of ↵̂ in Section 3.2 and Assumption 9, we know that
Ztr,I(n)↵̂ = Zrtr

tr,I(n)↵̂. Then by the definition of �̂2 in Section 3.2,

|�̂2 � �2| =
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We upper bound these three terms next.

The first term of (28) can be upper bounded using Lemmas 14, 16, and 17. First, by Lemma 14,
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By Lemma 16,

1

Ttr

���E[ztr,n]� Zrtr

tr,I(n)↵̂
���
2

2

= OP

 
k↵k

2
1 rtr log(Ttr|I

(n)
|)

(⇠000)2min(Ttr, |I(n)|)
+

rtr
Ttr

+
1

p
Ttr

+
k↵k1

p
rtr log(Ttr|I

(n)|)

⇠000
p
Ttrmin(

p
Ttr,

p
|I(n)|)

!
,

where ⇠000 is defined in Theorem 3. Note that k↵k1 
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which, after grouping terms, implies that
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The second term in (28) can be bounded using Assumption 6 and Lemma 15 to obtain
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The third term in (28) can be bounded using Lemma 17 to obtain
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which imply that
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Therefore, by (31),
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Together (29), (30), and (32) give the desired result.

C.4 Proof of Proposition 4

In order to prove Proposition 4, we prove another result that subsumes Proposition 4.
We first introduce some notation. First, we assume that D = 2 for ease of exposition. The

proof can be straightforwardly extended for D > 2. Consider a unit n 2 [N ] and counterfactual,
prediction treatments of interest ãN (n) 2 {1, 2}|N (n)|. We use I as a shorthand for I(n) and let Ij
refer to the j-th donor in the donor set I.

Recall that Btr(a) 2 {0, 1}N⇥Ttr and bpr(a) 2 {0, 1}N are defined such that

Btr
it (a) = Ind(Atr

it = a) and b̃pr
i
(a) = Ind(ãi = a),

and Btr and B̃pr be the concatenated matrices across di↵erent treatments, i.e.,

Btr = [Btr(1), Btr(2), . . . , Btr(D)] 2 {0, 1}N⇥TtrD,

B̃pr = [b̃pr(1), b̃pr(2), . . . , b̃pr(D)] 2 {0, 1}N⇥D.
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Finally, without loss of generality, let us re-order the training measurements such that the
treatment assignments over N (n) are grouped together, i.e.,

A[N (n), Ttr] = [c1N (n), . . . , c
1
N (n) c2N (n), . . . , c

2
N (n) . . . cKN (n), . . . , c

K

N (n)],

where K is the number of distinct training treatment vectors. Let T1 denote the first T1 measure-
ments such that A[N (n), ⌧ ] = c1N (n) for all ⌧ 2 T1, T2 denote the next T2 measurements such that

A[N (n), ⌧ ] = c2N (n) for all ⌧ 2 T2, and so on through TK .

Matrix representation of E[Ztr,I |LF,A]. Recall that for unit n 2 [N ], measurement t 2 [T ],
and treatments a 2 [D]N0 ,

Y
(aN (n))
t,n

=
X

k2N (n)

huk,n,wt,aki+ ✏
(aN (n))
t,n

, (33)

where n 2 N (n). Under D = 2,

Y
(aN (n))
t,n

� ✏
(aN (n))
tn

=
X

k2N (n)

Ind(ak = 1)u>
k,n

wt,1 +
X

k2N (n)

Ind(ak = 2)u>
k,n

wt,2

=
hP

k2N (n) Ind(ak = 1)u>
k,n

,
P

k2N (n) Ind(ak = 2)u>
k,n

i wt,1

wt,2

�
, (34)

We will use this decomposition to rewrite E[Ztr,I |LF,A] as a product of matrices.
First, recall that

Ztr,I =
⇥
Zt,Ij : t 2 Ttr, j  |I|

⇤
2 RTtr⇥|I|. (35)

Second, let Ñ (j) denote ⇡j(N (j)), where ⇡j is specified in Definition 1, i.e., Ñ (j) corresponds to
the permuted neighborhood of donor j, where the permutation is fixed under Definition 1. Let

UI =
h
uÑj(Ik),Ik : j  |N (n)|, k  |I|

i
2 Rr|N (n)|⇥|I| ,

H`

tr =

"
Ind(c`N1(n)

= 1), Ind(c`N2(n)
= 1), . . . , Ind(c`N|N (n)|(n)

= 1)

Ind(c`N1(n)
= 2), Ind(c`N2(n)

= 2), . . . , Ind(c`N|N (n)|(n)
= 2)

#
2 {0, 1}2⇥|N (n)|

Let Htr 2 {0, 1}2K⇥|N (n)| be constructed by stacking H1
tr, H

2
tr, . . . , H

K
tr on top of one another. Let

W j = [(w>
⌧,1,w

>
⌧,2) : ⌧ 2 Tj ] 2 RTj⇥2r,

and Wtr 2 RTtr⇥2rK be the block-diagonal matrix with matrices W 1,W 2, . . . ,WK along the diag-
onal.

Then, by the decomposition in (34) and Definition 1,

E[Ztr,I |LF,A] = Wtr (Htr ⌦ Ir)UI . (36)

Matrix representation of E[Zpr,I |LF,A]. Using the same reasoning as above, one can write

E[Zpr,I |LF,A] = Wpr (Hpr ⌦ Ir)UI , (37)
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where

Hpr =

"
Ind(aprN1(n)

= 1) Ind(aprN2(n)
= 1) . . . Ind(aprN|N (n)|(n)

= 1)

Ind(aprN1(n)
= 2) Ind(aprN2(n)

= 2) . . . Ind(aprN|N (n)|(n)
= 2)

#
⌦ 1Tpr 2 {0, 1}2Tpr⇥|N (n)|,

W ⌧

pr = [w>
⌧,1,w

>
⌧,2] 2 R1⇥2r,

and Wpr 2 RTpr⇥2rTpr denote the block-diagonal matrix with W Ttr+1
pr ,W Ttr+2

pr , . . . ,W T
pr along the

diagonal.
Recall that Assumption 5 is that the rowspace of E[Zpr,I(n) |LF,A] is contained within the

rowspace of E[Ztr,I(n) |LF,A].

Lemma 23. Suppose Assumption 2 holds. If

columnspace(B̃pr[N (n), :]) 6✓ columnspace(Btr[N (n), :]),

then there exist latent factors LF under which Assumption 5 cannot hold.

Proof. Our goal is to show that there exist latent factors LF such that, if columnspace(B̃pr[N (n), :
]) 6✓ columnspace(Btr[N (n), :]), then Assumption 5 does not hold. Since rowspace(Hpr) =
rowspace(B̃pr[N (n), :]>) and rowspace(H>

tr ) = rowspace(B̃tr[N (n), :]>), columnspace(B̃pr[N (n), :
]) 6✓ columnspace(Btr[N (n), :]) is equivalent to rowspace(Hpr) 6✓ rowspace(Htr), which is equiva-
lent to rowspace(Hpr ⌦ Ir) 6✓ rowspace(Htr ⌦ Ir).

By Lemma 13, there exists a vector v 6= 02rTpr such that (Hpr ⌦ Ir)>v 6= 0r|N (n)| and

(Htr ⌦ Ir)(Hpr ⌦ Ir)>v = 02K . (38)

Since (Hpr⌦Ir)>v 6= 0r|N (n)|, there must exist u-latent factors such that, for the same v, U>
I (Hpr⌦

Ir)>v 6= 0|I|. Suppose that UI reflects these latent factors. Then, (38) implies

(Htr ⌦ Ir)UIU
>
I (Hpr ⌦ Ir)>v = 02K . (39)

Let v0 = (WprW>
pr)

�1Wprv. Let the w-latent factors be defined such that v0
6= 0Tpr . Then, (39)

implies

Wtr(Htr ⌦ Ir)UIU
>
I (Hpr ⌦ Ir)>v = 02K ,

=) Wtr(Htr ⌦ Ir)UIU
>
I (Hpr ⌦ Ir)>W>

prv
0 = 02K . (40)

By Lemma 13, (40) implies that rowspace(Wpr(Hpr ⌦ Ir)UI) 6✓ rowspace(Wtr(Htr ⌦ Ir)UI), which
implies that rowspace(E[Zpr,I |LF,A]) 6✓ rowspace(E[Ztr,I |LF,A]). Therefore, then Assumption 5
does not hold, as claimed.

Proposition 4 follows immediately from Lemma 23. First note that Btr,n = Btr[N (n), :]. Sec-
ond, if colrank(Btr,n) < |N (n)|, then there exists a ã such that columnspace(B̃pr[N (n), :]) 6✓

columnspace(Btr[N (n), :]). By Lemma 23, if colrank(Btr,n) < |N (n)|, then there exists a target
treatment ã and latent factors LF such that Assumption 5 does not hold, as claimed.
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D Proofs for Section 5

D.1 Proof of Proposition 5

Proof. The subspace inclusion assumption (SIA), or Assumption 5, requires that

rowspace(E[Zpr,I |LF,A]) ✓ rowspace(E[Ztr,I |LF,A]).

By (36) and (37), this is equivalent to requiring that, for the given n and ãN (n) and for every

i 2 [Tpr], there exists some � 2 RTtr such that

e>i Wpr(Hpr ⌦ Ir)UI = �>Wtr(Htr ⌦ Ir)UI . (41)

Under the assumption on latent factors, as long as |I(n)
| � r|N (n)|, then (41) holds if and only if

there exists some � 2 RTtr such that

e>i Wpr(Hpr ⌦ Ir) = �>Wtr(Htr ⌦ Ir). (42)

Therefore, subspace inclusion requires that rowspace(Wpr(Hpr ⌦ Ir)) ✓ rowspace(Wtr(Htr ⌦ Ir)).
To conclude the proof, we use several facts. First, rowspace(Wpr(Hpr⌦Ir)) ✓ rowspace(Hpr⌦Ir).

Second, by Lemma 9, each W j is has linearly independent columns almost surely (since Tj �

2r by the second condition of TrainingTreatmentTest) and Wtr therefore also has linearly
independent columns almost surely. As such, rowspace(Wtr(Htr⌦ Ir)) = rowspace(Htr⌦ Ir) almost
surely.

Therefore,

rowspace(Hpr) ✓ rowspace(Htr)

() rowspace(Hpr ⌦ Ir) ✓ rowspace(Htr ⌦ Ir)
=) rowspace(Wpr(Hpr ⌦ Ir)) ✓ rowspace(Htr ⌦ Ir)
() rowspace(Wpr(Hpr ⌦ Ir)) ✓ rowspace(Wtr(Htr ⌦ Ir)),

i.e., subspace inclusion holds if rowspace(Hpr) ✓ rowspace(Htr). This condition is equivalent
to the first condition in TrainingTreatmentTest because because H>

pr = B̃pr[N (n), :] and

columnspace(H>
tr ) = columnspace(Btr[N (n), :]). As such, given the two conditions in Train-

ingTreatmentTest, Assumption 5 holds almost surely.

E Proofs for Section 6

E.1 Proof of Lemma 6

Recall that, for a given treatment a 2 [D], Btr(a) 2 {0, 1}N⇥Ttr and bpr(a) 2 {0, 1}N are defined
such that their (i, t)-th elements are given by

Btr
it (a) = Ind(Atr

it = a) and b̃pr
i
(a) = Ind(ãi = a).

That is, the (i, t)-th entry of Btr(a) is 1 if and only if unit i at measurement t receives treatment
a under the training treatments Atr. Similarly, the i-th entry of b̃pr(a) is 1 if and only if unit i is
assigned counterfactual treatment a under ã. Further recall that

Btr = [Btr(1), Btr(2), . . . , Btr(D)] 2 {0, 1}N⇥TtrD,
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B̃pr = [b̃pr(1), b̃pr(2), . . . , b̃pr(D)] 2 {0, 1}N⇥D.

Before proving Lemma 6, we first introduce a lemma.

Lemma 24. Under the experiment design in Section 6.1, Btr[i, :] = Btr[j, :] if and only if units i
and j have been assigned the same color.

Proof. Observe that Step 3 in the experiment design identifies which units received certain colors
and assigns those units a treatment other than 1. That is, for a given iteration ` in the for loop, every
unit is assigned treatment 1 except for units of certain colors. Moreover, Step 3 never examines the
same color twice. Therefore, since each unit i has only one color, c`

i
6= 1 for exactly one value of `,

whose value is determined by the color given to unit i. One can conclude that Atr[i, :] = Atr[j, :] if
and only if unit i and unit j receive the same color. From the definitions of Btr, it therefore follows
that Btr[i, :] = Btr[j, :] if and only if units i and j have been assigned the same color.

We now provide a proof of Lemma 6.

Proof. We show that the two conditions in TrainingTreatmentTest hold when the training
treatments Atr are assigned as described in Section 6.1.

First requirement of TrainingTreatmentTest. We begin by proving that

columnspace(B̃pr[N (n), :]) ✓ columnspace(Btr[N (n), :]),

for all possible B̃pr[N (n), :] when Atr is generated using the experiment design in Section 6.1. It
su�ces to prove that Btr[N (n), :] has full row-rank. We make use of the following three facts.

First, the proposed procedure ensures that no two units in the same neighborhood ever receive
the same color. This is guaranteed under TwoHopColoring, which returns a coloring on the
graph G

0 that is created by connecting every node in G to its immediate and its two-hop neighbors.
As such, for any unit i, no two units in its neighborhood N (i) share the same color because any
two units in N (i) must be within each others’ two-hop neighborhoods.

Second, TtrD � |N (n)|, i.e., there are at least as many columns in Btr as there are rows. To

see why, observe that, under the proposed procedure, Ttr = T 0r̄D = d
NumColors

D�1 er̄D � d
|N (n)|
D�1 er̄D,

where the inequality follows from the first fact, i.e., that no two units in N (n) share the same color.
Third, by Lemma 24, Btr[i, :] = Btr[j, :] if and only if units i and j have been assigned the same

color. However, by the first fact above, this cannot occur when i, j 2 N (n). As such, Btr[N (n), :]
has |N (n)| distinct rows. Since Btr[N (n), :] is a binary matrix and Btr[N (n), :] has at least as
many columns as rows, these rows must be linearly independent. In other words, Btr[N (n), :] has
full row-rank, as we sought to prove.

Second requirement of TrainingTreatmentTest. The second requirement holds by Step 4
of the experiment design in Section 6.1.

E.2 Proof of Lemma 7

Proof. Recall that Ttr denotes the width of Atr. Under the procedure in Section 6.1, the width of

Atr is given by T 0r̄D, where T 0 = d
NumColors

D�1 e. Therefore, Ttr = r̄Dd
NumColors

D�1 e. Ttr 
r̄D(d2+D)

D�1
follows from the facts that (i) any graph G

00 can be trivially colored using Degree(G00) + 1 colors
and (ii) the degree of G0 is upper bounded by d(d� 1) by the definition of G0 in Section 6
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E.3 Tailoring experiment design to counterfactual treatments of interest

Recall that, by Lemma 6, the experimental design procedure in Section 6.1 produces a treatment
schedule that passes TrainingTreatmentTest for any n and ãN (n) of interest under Assump-
tions 2 and 3 and r̄ = r. One can alternately tailor the treatment schedule to a specific n and ãN (n)

of interest. One need only ensure that columnspace(B̃pr[N (n), :]) ✓ columnspace(Btr[N (n), :]) is
satisfied, as required by TrainingTreatmentTest. Such a modification is desirable because it
might require fewer training samples.

To make this modification, all that would change in the procedure in Section 6 is the method
TwoHopColoring. Specifically, one would form G

0 by connecting each unit i not to every one
of its immediate and two-hop neighbors, but only those units j in the two-hop neighborhood for
which ãi 6= ãj . That is, (j, i) 2 E

0 if ((j, i) 2 E) [ (9k 2 [N ] \ {i, j} : (j, k), (k, i) 2 E) and ãi 6= ãj .

E.4 Proof of Proposition 8

Proof. Our goal is to apply Theorem 2. However, the conditions and assumptions of Theorem 2
di↵er from those used in Proposition 8. We proceed by showing that, under the assumptions in
Proposition 8, we can recover the assumptions of Theorem 2 and obtain more precise estimates on
the number of training samples Ttr and units N needed for finite-sample consistency.

We begin by characterizing the number of donors an ego-unit has under the conditions in
Proposition 8. We then show that Assumptions 4 and 5 hold under the proposition conditions.

Number of donors. There are three requirements for a donor, as given in Definition 1. The
first requirement is that a donor has the same number of neighbors as n. Since G is a d-regular
graph, this requirement is automatically satisfied for all possible units.

The second requirement for a unit k to be a donor for unit n is that there exists a permutation
⇡k such that A[⇡k(N (k)), Ttr] = A[N (n), Ttr]. By the experiment design procedure in Section 6.1,
this second requirement is satisfied as long as n and k are assigned the same colors. By Lemma
12, there are at least N �⇥(

p
N) ego-units for which there are at least

p
N units that satisfy the

second requirement. Let this set of ego-units be denoted by E.
Therefore, at least

p
N units satisfy the first and second requirements of a donor unit. Suppose

that these units are sub-sampled before checking whether they meet the third requirement of
Definition 1. Specifically, suppose that exactly

p
N of them are randomly chosen and the rest

discarded. (This subsampling method is what we refer to as the “method of choosing donors” in
the proposition statement.) Recall further that the third requirement for a unit k to be a donor
is that apr

⇡k(N (k)) = ãN (n). By Lemma 11 and the subsampling condition, the number of units that

satisfy the third requirement of Definition 1 for any ego-unit in n 2 E (and therefore are considered
“donors” for n) is:

|I
(n)

| = ⇥

 p
N

Dd+1

!
, (43)

with high probability. We can therefore replace |I
(n)

| in Theorem 2 with
p
N/Dd+1, noting that

this substitution holds with high probability for N �⇥(
p
N) ego-units, as stated in Proposition 8.
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Assumption 4. Assumption 4 is required in Theorem 2. By Lemma 10 and Assumption 11,
Assumption 4 holds if there are at least r|N (n)| donors. In a d-regular graph, this translates to
needing at least r(d+ 1) donors. Therefore, by (43), we require that

p
N

Dd+1
= ⌦(r(d+ 1))

=) N = ⌦
⇣
r2d2D2d+2

⌘
,

for Assumption 4 to hold, which matches the condition stated in Proposition 8.

Combining results. By Assumption 11, r = r̄, and Lemma 6, Assumption 5 holds. Therefore,
both Assumptions 4 and 5 hold under the conditions given in Proposition 8. By Assumption 11,
Assumption 7 holds. By Lemma 22, Assumption 8 holds. Furthermore, the condition in Proposition

8 that there are at least rD(d2+D)
D�1 comes from the fact that the experiment design in Section 6.1

can always be carried out with at least rD(d2+D)
D�1 training measurements. Combining these results

with Theorem 2 gives
���dIPO(n, ãN (n))� IPO(n, ãN (n))

���

= OP

 
log

✓
TtrN

Dd+1

◆ 
r3/4tr

(⇠000)3/2T 1/4
tr

+
r2tr

(⇠000)4
max

 
1

p
Ttr

,

p

Dd+1

N1/4
,

N1/4

D(d+1)/2T 3/2
tr

!!!
.

Note that, by Lemma 22, ⇠0 = (1 + 4rd3)�1/2 and ⇠00 = (9r(d+ 1))�1. Grouping terms and noting
that rtr  r(d+ 1) gives the result.

F Simulation details

In this section, we provide full details behind the simulations produced in Section 7 and provide
additional plots.

Setting. Let G be a regular graph with degree d, and let the treatments be binary, i.e., D = 2. In
each of the experiments below, we will indicate the graph degree.

At the start of each simulation, the latent factors uk,n and w1,a are drawn uniformly at ran-

dom from
h
�

1p
r(d+1)

, 1p
r(d+1)

i
r

. The latent factors w⌧,a are generated as random walk for

⌧ > 1, where each random step of the random walk is also drawn uniformly at random fromh
�

1p
r(d+1)

, 1p
r(d+1)

i
r

.

Our experiments use a simple donor-finding algorithm. In particular, instead of searching for
donors over all possible permutations ⇡j , as defined in Definition 1, we fix an ordering of units
and restrict ourselves to the identity permutation ⇡j(i) = i. In this way, the number of donors
reported in our experiments is lower than the actual number of available donors.

Predictions. Figure 6(a) shows an example of the estimates that NSI produces, where G is a ring

graph (d = 2) with N = 1000 units, ✏
(cN (i))
⌧,i

⇠ N (0, 0.1), r = 2, Ttr = 150, and Tpr = 50. Let the
training treatments be assigned according to the experiment design in Section 6.
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The prediction treatments apr for ⌧ 2 Tpr are drawn uniformly at random from [D]N . The plot
is generated for a given target treatment ã of interest. As discussed in Section 2, we assume that the
prediction and target treatments are constant across Tpr. Consider the bottom plot and a specific
unit n. The solid line gives the ground truth potential outcomes for unit n across measurements
t 2 [200]. The estimates produced by NSI are marked by asterisks ⇤, with the 95 percent confidence
interval in gray. The measurements to the left of the vertical line (i.e., in blue and green) correspond
to the training set Ttr while those to the right (i.e., in red and orange) correspond to the prediction
set Tpr. The top plot gives the spectrum {ŝ`}

q

`=1 produced in Step 1 of Section 3.2, where the vertical
line marks the singular value threshold  that is chosen in Step 1. In all of our experiments, 
is chosen using a knee-point (otherwise known as elbow-point) method. As shown in the bottom
plot, the predictions closely match the ground-truth values. As shown on top, 6 components are
used to construct the estimates. Since the network-adjusted rank is 6 (the product of r = 2 and
|N (n)| = 3), that NSI uses 6 components explains why its estimates are fairly accurate.

Further examples of the estimates NSI produces are given at the end of this section.

Consistency and asymptotic normality. Figure 6(b) verifies that the NSI estimates are consis-
tent and asymptotically normal. Specifically, we let G be a ring graph (i.e., d = 2) with N = 1000

units, ✏
(cN (i))
⌧,i

⇠ N (0, 0.1), r = 2, Ttr = 150, and Tpr = 50. For each simulation, we randomly gener-
ate the latent factors in the same way as described above for Figure 6(a). We ran 500 simulations,

then computed the NSI residuals (dIPO(n, ãN (n)) � IPO(n, ãN (n))) for 50 units in [N ] and across
all possible counterfactual treatments for each unit. By all possible counterfactual treatments, we
used NSI to estimate IPO(n, ãN (n)) for ãN (n) = (1, 0, 0), ãN (n) = (0, 1, 0), ãN (n) = (1, 1, 0), and so
on. The rest of setup is identical to that used for Figure 6(a).

Figure 6(b) gives a histogram of the NSI residuals. A Gaussian distribution is fit to the resid-
uals and given by the red line. This result verifies the consistency and asymptotic normality of NSI.

MSE trends. Figure 6(c) summarizes the performance of NSI across di↵erent parameters. The
performance is given by the mean-squared error (MSE) across the prediction measurements Tpr,
averaged across 50 units. Each group of bars gives the MSE for regular graphs of degree 2, 4, 6,
and 8, as indicated on the x-axis. Within each group of bars, the left (blue) bars are for N = 1000,
Ttr = 100, Tpr = 50; the middle (red) bars for N = 1000 and Ttr = Tpr = 50; and the right
(yellow) bars for N = 500 and Ttr = Tpr = 50. Each bar is the average of 200 simulations with

✏
(cN (i))
⌧,i

⇠ N (0, 0.1), and r = 2. The training treatments a⌧ = atr for ⌧ 2 Ttr are assigned randomly
and remain constant across Ttr. The prediction treatments are also generated randomly and remain
constant across Tpr. In the experiments for Figure 6(c), we compute the MSE for the synthetic
control setting, that is, ã = atr for all ⌧ 2 Tpr. Note that studying the synthetic control setting
does not bias the MSE, as the method we propose is agnostic to the counterfactual treatment of
interest as long as TrainingTreatmentTest is passed. We use the synthetic control setting to
simplify the computation, as TrainingTreatmentTest is always passed under synthetic control.

As expected, the MSE typically increases with degree, fewer nodes, and less training time.

Comparing to other estimators. We also compare the NSI estimator to two others: the SI
estimator (Agarwal et al. 2020b) and a baseline estimator. The SI estimator is a method similar
to NSI, but SI assumes that there is no spillover and therefore does not account for network
interference. The baseline estimator finds donor units that satisfy Definition 1, then averages the
donor units’ observed outcomes. We compare the estimators for a ring graph. We compare the
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estimators for a ring graph under the same parameters as those used in Figure 6(b) averaging across
200 simulations, 50 units, and all possible counterfactual treatments.

The NSI numbers are given for  � d+1 = 3 (i.e., estimates for which the elbow points are lower
than 3 are removed). This heuristic is consistent with Theorems 2-3, which hold when  = rtr. That
is, the NSI estimates are consistent and asymptotically normal when the number of components is
at least rtr. Since we do not know rtr a priori, we can lower bound it and discard NSI estimates
that are produced using fewer components than the lower bound. From (1), rtr  r|N (n)|, which
gives a lower bound rtr � |N (n)| as long as r � 1. Therefore, we can discard NSI estimates that
are produced using fewer than d+ 1 components in a d-regular graph. Similarly, the SI estimates
that are produced using fewer than 1 component are also discarded since r is lower bounded by 1.
This is built on precisely the same intuition as that given for NSI’s d + 1 lower bound; the only
di↵erence is that the e↵ective degree for SI is 0 because SI ignores network interference. No donors
are discarded for the baseline estimator.

The MSEs and R-squared values for the NSI estimator, SI estimator, and baseline estimators
are, respectively, (0.1174, 0.8735), (0.2310, 0.8149), and (3.398, -2.957). Both the NSI
and baseline estimators use donor sets that contain, on average, 41 units. The SI estimator uses
donor sets with, on average, 166 units. As such, even though the SI estimator has more donors,
the performance of NSI is better than that of SI, which is better than that of the baseline estimator.

Additional simulations. Below, we illustrate the results produced by NSI and SI. The setup is
the same as that given in Figure 6(a). For all the plots below, the unit of interest and simulation
is fixed. The counterfactual treatment of interest varies across the rows. In each row, the left plot
gives the results for NSI, and the right plot gives the results for SI. Recall that SI and NSI di↵er
in that NSI accounts for spillover e↵ects while SI does not.

We can make several observations from the two plots directly below. First, the number of donors
is greater for SI than NSI (as can be seen by the range of the x-axis of the top plot on the left
versus that of the top plot on the right). Second, SI typically uses more components to construct
its estimates as well (as can be seen by the number of components to the left of the vertical lines of
the top plots). Both these trends hold true across the examples. Third, both NSI and SI perform
well across the training set. However, SI performs poorly across the prediction set, indicating that
it su↵ers in the presence of spillover. Even so, the confidence interval for SI is smaller than that
for NSI, i.e., SI is overconfident in its estimates. Fourth, the number of components used by NSI
(as marked the vertical line in the top-left plot) is 6, which matches the network-adjusted rank of
6 (the product of r = 2 and |N (n)| = 3 for a ring graph) and suggest that NSI would perform well.
This is confirmed by the fact that the estimates are close to the ground truth.
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The next two pairs of plots show similar results. NSI performs well compared to SI, which is
overconfident in its estimates. The number of components used by NSI is 6 in both cases, which
suggests that it will produce good estimates.
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The following two plots illustrate an instance for which NSI performs poorly. Indeed, the
number of components used by NSI is only 5. As such, one would not expect NSI to do well.
However, SI is still overconfident in its estimates (as there are ground truth values lie outside the
gray area) whereas NSI’s confidence interval covers the ground-truth potential outcomes.
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It is worth noting that in many cases (including the one directly above), there seems to be
leftover spectral energy beyond the  chosen by the knee point method. As such, the NSI estimates
could be improved by letting  = 6. The fact that  = 5 is due to the automated knee point
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method that we utilize, and it motivates the incorporation of human oversight—that, when  is
too small and there is leftover spectral energy,  can be increased. Generally speaking, one can
increase  until the training MSE is small, then apply that  to the predictions.
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