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a  b  s  t  r  a  c  t

During  routine  industrial  quarantine/premobilization  procedures,  four  individuals  who  recently  traveled
from  the  Philippines  tested  positive  for SARS-CoV-2.  Subsequent  genomic  analysis  showed  that  all  four
were  infected  with  a relatively  rare  Variant  of  Interest  (P.3, Theta)  derived  from  a  single  origin.  This
 November 2021

ics

ges

demonstrates  the  importance  of  on-going  genomic  surveillance  of SARS-CoV-2.
©  2021  The  Author(s).  Published  by  Elsevier  Ltd on  behalf  of King  Saud  Bin  Abdulaziz  University  for

Health Sciences.  This  is  an open  access  article  under  the  CC  BY  license  (http://creativecommons.org/
licenses/by/4.0/).
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Table  1
Laboratory results for four Louisiana cases.

Sample rtPCR cycles Pre-mobilization Viral load

S N ORF1ab PCR Serology N1 N2

BIE-120 16.44 16.685 16.286 + − 20,000,000 20,000,000
BIE-121  17.43 16.496 16.608 + 

BIE-122  11.469 12.289 10.811 + 

BIE-123  18.69 20.724 18.881 + 

Fig. 1. (A) Timeline for four Louisiana cases. Circles represent days. (B) Maximum
likelihood  phylogenetic tree all sequences assigned to the P.3 lineage in GISAID
as  of 7/30/2021 (n = 300) were included, including the four Louisiana sequences
described.  The tree is rooted using the Wuhan reference (EPI ISL 402124). The circles
at each tip 
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