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(Table 2

correlated predictor variables.

|
SHOAL FISHES IN THE ETOWAH RIVER , 

2004; 
1997

2012 1995
2002 2012 2011

TA B L E  1
R2

Scenario Scenario characteristics Prediction Model type

% of each model selected 
as best Pseudo- R2

A B C A B C

1
(r

.44 .42 .35

.42 .41 .35

2 k .20 .19 .67

.19 .19 .67

TA B L E  2

Scenario Scenario characteristics

% of times the “strong” model selected 
as best

Mean error rate for “strong”/“weak” 
model

A B C A B C

1 r
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TA B L E  3

Q

R2 R2

Species Model High flow High flow lag Low flow Low flow lag Q DIC R2

Cyprinella callistia 1 1207 .39
1 1207 .37

C 1 2 4 1210 .54

Macrhybopsis etnieri 1085 .05

1085 .04

C 1088 .04

Noturus leptacanthus 1 3 706 .10
1 3 707 .07

C 1 2 720 .30

Noturus munitis
Coosa madtom

1 4 821 .06

820 .03

C 4 821 .17

Percina nigrofasciata 1 3 4 1076 .30
1 3 4 1078 .35

C 1 2 1084 .36

Percina palmaris 1 4 1064 .22
1 4 1064 .21

C 1 2 4 1065 .41
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Table 4

Δ
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R2

Table 4

2007

<

els (Table 

TA B L E  4

R2 is the 
R2

Species Model Precipitation Time since burning DIC R2

Microtus ochrogaster 1 301.0 .29
1 297.9 .29

C 297.6 .02

Sigmodon hispidus 282.3 .06

283.8 .05

C 282.7 .01

Blarina hylophaga 2 364.5 .03
2 365.7 .04

C 2 373.9 .12

Peromyscus leucopus 526.6 .58

525.6 .58

C 529.3 .00

Peromyscus maniculatus 4 586.8 .27
4 587.4 .28

C 594.6 .00

Reithrodontomys megalotis 438.1 .00

437.1 .00

C 442.4 .00
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