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Abstract—We consider system identification (learning) problems
for Gaussian hidden Markov models (GHMMs). We propose
an algorithm to tackle the cases where the data is recorded
in aggregate (collective) form generated by a large population
of individuals following a certain dynamics. Our parameter
learning algorithm is built upon the expectation-maximization
algorithm with a novel expectation step proposed recently known
as the collective Gaussian forward-backward algorithm. The
proposed learning algorithm generalizes the traditional Baum-
Welch learning algorithm for GHMMs as it naturally reduces to
the latter in case of individual observations.

Index Terms—Markov process, identification, stochastic systems

I. INTRODUCTION

LEARNING and inference from population-level data have
gained great attention lately [1], [2], [3], [4]. In such

settings due to the measurement cost or privacy reasons, the
observations are collected in aggregate form such that the
individual’s association is unknown, as compared to more
traditional setting where individual observations are recorded.
Examples of aggregate data include human ensemble flow
analysis and disease spread analysis [5], [6], among others. Es-
timating model parameters from such aggregate observations
is an important problem and unavailability of individual’s data
association makes parameter learning more challenging.

In this work, we are concerned with the problem of parameter
estimation or learning of continuous state hidden Markov
models with Gaussian densities (also known as Gaussian
hidden Markov models (GHMMs)) from aggregate observa-
tions. GHMMs [7], [4] are popular in modeling the temporal
evolution of agents and has applications in many real-world
problems such as optimal filtering [8], signal classification [7],
and activity detection [9]. Moreover, the well known Kalman-
filter is also for GHMMs. The problem of parameter estimation
of GHMMs from individual observations have been studied
in various works including [10], [11], [7], [12]. However,
the existing techniques are not applicable to aggregate data
settings due to loss of individual’s association in recorded
(noisy) observations.

The learning (system identification) and inference problems
from aggregate data have been studied under the more general
framework of collective graphical models (CGMs) [5]. The
inference algorithms are fundamental to parameter learning
and within the CGM framework, multiple inference algo-
rithms have been proposed including Non-linear belief prop-
agation [13] and Bethe-RDA [14]. However, these methods
assume explicit observation model. A more recent work is
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Sinkhorn belief propagation [15] for general CGMs and it is
under the name of collective forward-backward (CFB) algo-
rithm [3] when specialized to discrete state HMMs. Based on
the CFB algorithm, learning of discrete state HMMs has been
studied in [16]. Most of the existing works on the inference
of collective HMMs are focused on discrete states and can
not be directly applied to GHMMs due to impracticability of
discretization of continuous states for large dimensions. Re-
cently an aggregate inference algorithm applicable to GHMMs
known as the collective Gaussian forward-backward (CGFB)
algorithm [4] has been proposed. The CGFB algorithm is
a message passing type aggregate inference algorithm for
GHMMs and exhibits convergence guarantees.

We propose an algorithm for parameter learning of GHMMs
from aggregate observations. We employ the popular EM
algorithm [17], [18] for this purpose. Based on the continuous
aggregate observations, we use the CGFB algorithm [4] for
estimating a function of the expected values of the latent
variables (the E-step of EM algorithm). Then in the M-step,
the maximum likelihood parameter estimates are computed.
Our proposed learning algorithm also has local convergence
guarantee. Note that the CGFB algorithm is focused on
inference of GHMMs from aggregate data. In contrast, this
work is focused on learning the GHMMs parameters from
aggregate data.

The rest of the paper is organized as follows. Section II
discusses the aggregate inference algorithms for GHMMs and
Section III contains the proposed algorithm. In Section IV,
we provide numerical experiments validating the proposed
algorithm followed by the concluding remarks in Section V.

II. BACKGROUND

HMMs consist of a Markov process describing the evolution of
hidden state over time and a corresponding observation process
corrupted by noise. Let the state variables be X1, X2, . . . and
corresponding observation variables be O1, O2, . . .. An HMM
is parameterized by initial distribution p(X1), the transition
probabilities p(Xt+1 | Xt), and observation probabilities
p(Ot | Xt) for each time step. The joint distribution of a
length T HMM is factorized as

p(x,o) = p(x1)
T−1∏
t=1

p(xt+1 | xt)
T∏

t=1

p(ot | xt), (1)

where x = {x1, x2, . . . , xT } and o = {o1, o2, . . . , oT }
represent a particular assignment of hidden and observation
variables, respectively. The state and observation variables
can take either continuous or discrete values. In this paper,
we assume that both state and observation variables take
continuous values. There are two main problems concerning
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Fig. 1: Collective HMMs and messages (shaded nodes repre-
sent aggregate noisy observations).

HMMs: inference of hidden states given the observations along
with the underlying HMM parameters and learning (parameter
estimation) of HMMs from the observations.

A. Collective Hidden Markov Models

Collective (aggregate) HMMs are generative models wherein
a population of M individuals independently follow a certain
Markov chain and the noisy observations are recorded in
aggregate form such that the association to the individuals is
unknown. Let X(m)

t be the random variable representing the
state of mth individual at time t and O

(m)
t be the observation

variable of mth individual at time t. The observations are
made in aggregate form yt(ot) representing the distribution
of the collective observations for each time step t. The goal
of inference in collective HMMs is to estimate the aggregate
state distributions nt(xt) given all the aggregate observation
distributions. A pictorial representation of a collective HMM
is depicted in Figure 1a. Here, nt(xt) is an estimate of the
state distribution of the M agents at time step t.

Inference in collective HMMs aims to estimate the aggregate
hidden distributions based on the indistinguishable aggre-
gate measurements. Traditional inference algorithms such as
forward-backward algorithms can not be used here due to data
aggregation. The collective forward-backward algorithm [3]
was recently proposed for aggregate inference in HMMs. It is
a message passing type aggregate inference method employing
four different types of messages over the underlying HMM as
shown in Figure 1b, where αt(xt) are messages in the forward
direction and βt(xt) are messages in the backward direction.
Moreover, γt(xt) denote the messages from corresponding
observation nodes to hidden nodes and ξt(ot) are the messages
from corresponding hidden nodes to observation nodes. The
CFB algorithm was originally proposed for discrete state
and discrete observation HMMs and its extension to discrete
state and continuous observation settings was studied in [19].
When specialized to collective GHMMs, the CFB algorithm
is termed the collective Gaussian forward-backward (CGFB)
algorithm [4].

B. Collective Gaussian Forward-Backward Algorithm

A GHMM model is characterizated by

Xt+1 = AXt +Wt (2a)
Ot = CXt + Vt (2b)
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Fig. 2: Messages in the CGFB algorithm.

with Wt ∼ N (wt; 0, Q), Vt ∼ N (vt; 0, R), and X1 ∼
N (x1;π,Π). We assume the state and observation space
dimensions to be d and s, respectively. Alternatively, GHMMs
can be viewed as special cases of continuous state HMMs
where the model densities take the form

p(Xt+1|Xt, θX) = N (xt+1;Axt, Q) (3a)
p(Ot|Xt, θO) = N (ot;Cxt, R) (3b)

p(X1|θ1) = N (x1;π,Π), (3c)

where θX = {A,Q}, θO = {C,R}, and θ1 = {π,Π} are the
parameters characterizing model densities in the GHMM.

The aggregate observations constitute a total of M tra-
jectories of continuous observations over a single GHMM
characterized by (3). Let the recorded observations be
{o(m)

1 , o
(m)
2 , . . . , o

(m)
t }, ∀m = 1, 2, . . . ,M with o

(m)
t being

the continuous observations of the mth trajectory at time t.
The goal of the collective GHMM inference is to estimate
the distributions nt(xt), ∀t. It is assumed that the aggregate
observations are approximated by Gaussian densities at each
time step t, that is,

yt(ot) ∼ N (ot; µ̂t, P̂t), (4)

where µ̂t and P̂t are estimated from the observations. The
messages in collective GHMMs are characterized by the
following theorem.

Algorithm 1 CGFB Algorithm

Initialize all the message parameters
while not converged do

Forward pass:
for t = 2, 3, . . . , T do

i) Update upward parameters Λ
(u)
t−1 and η

(u)
t−1

ii) Update forward parameters Λ
(f)
t and η

(f)
t

ii) Update downward parameters Λ
(d)
t and η

(d)
t

end for
Backward pass:
for t = T − 1, . . . , 1 do

i) Update upward parameters Λ
(u)
t+1 and η

(u)
t+1

ii) Update backward parameters Λ
(b)
t and η

(b)
t

ii) Update downward parameters Λ
(d)
t and η

(d)
t

end for
end while
Estimate required state density parameters µt and Pt



Theorem 1 ([4]). The forward, backward, upward, and down-
ward messages in collective GHMM are in the form:

αt(x) ∝ exp

(
−1

2
xTΛ

(f)
t x+ xT η

(f)
t

)
, (5a)

βt(x) ∝ exp

(
−1

2
xTΛ

(b)
t x+ xT η

(b)
t

)
, (5b)

γt(x) ∝ exp

(
−1

2
xTΛ

(u)
t x+ xT η

(u)
t

)
, (5c)

ξt(x) ∝ exp

(
−1

2
xTΛ

(d)
t x+ xT η

(d)
t

)
, (5d)

for t = 1, 2, . . . , T . Here, the message parameters are the fixed
points of the following recursive updates

Λ
(f)
t = Q−1 −Q−1A(ATQ−1A+ Λ

(f)
t−1 + Λ

(u)
t−1)

−1ATQ−1

η
(f)
t = Q−1A(ATQ−1A+ Λ

(f)
t−1 + Λ

(u)
t−1)

−1(η
(f)
t−1 + η

(u)
t−1)

Λ
(b)
t = ATQ−1(Q−1 + Λ

(b)
t+1 + Λ

(u)
t+1)

−1(Λ
(b)
t+1 + Λ

(u)
t+1)A

η
(b)
t = ATQ−1(Q−1 + Λ

(b)
t+1 + Λ

(u)
t+1)

−1(η
(b)
t+1 + η

(u)
t+1)

Λ
(d)
t = R−1 −R−1C(CTR−1C + Λ

(f)
t + Λ

(b)
t )−1CTR−1

η
(d)
t = R−1C(CTR−1C + Λ

(f)
t + Λ

(b)
t )−1(η

(f)
t + η

(b)
t )

Λ
(u)
t = CT (R+ (P̂−1

t − Λ
(d)
t )−1)−1C

η
(u)
t = CTR−1(R−1 + P̂−1

t − Λ
(d)
t )−1(P̂−1

t µ̂t − η
(d)
t ),

with boundary conditions

Λ
(f)
1 = Π−1, η

(f)
1 = Π−1π, Λ

(b)
T = 0, η

(b)
T = 0.

Moreover, the marginals can be computed as

nt(xt) ∝ αt(xt)βt(xt)γt(xt) ∝ N (xt;µt, Pt),

where

Pt = (Λ
(f)
t + Λ

(b)
t + Λ

(u)
t )−1 (6a)

µt = Pt(η
(f)
t + η

(b)
t + η

(u)
t ). (6b)

Based on Theorem 1, the CGFB algorithm (Algorithm 1) was
proposed in [4] for aggregate inference in collective GHMMs.
The four different messages involved in the algorithm are
illustrated in Figure 2. Moreover, the joint densities are

nt,t+1(xt, xt+1) ∝ p(xt+1|xt)αt(xt)γt(xt)

βt+1(xt+1)γt+1(xt+1) (7a)

nt,t(xt, ot) ∝
p(ot|xt)αt(xt)βt(xt)yt(ot)

ξt(ot)
. (7b)

III. MAIN RESULTS

In this section, we present our GHMM learning algorithm
based on aggregate measurements. We have aggregate obser-
vations {o(m)

1 , o
(m)
2 , . . . , o

(m)
T }, ∀m = 1, 2, . . . ,M following

GHMM model in (3) such that the individuals association is
unknown. We approximate the observations at each time step
as Gaussian distributions given by (4). We are interested in
estimation of the GHMM parameters θ = {π,Π, A,Q,C,R}
from the aggregate observations. We employ the EM algo-
rithm [18] for this purpose. The EM algorithm involves two

operations: the Expectation-step (E-step) computes the log-
likelihood of the observations given the current estimate of
parameters, and the Maximization-step (M-step) maximizes
the log-likelihood.

Denote the set of hidden distribution for all the time steps
t = 1, . . . , T by n and the set of observation distributions
by y = {y1(·), y2(·), . . . , yT (·)}. The E-step required in-
ferring the conditional distribution of n given the aggregate
observations y, its application to collective settings is not
straightforward since the aggregate data likelihood p(n,y; θ)
does not have a tractable convex (concave) form. It turns out
that the aggregate data log-likelihood can be approximated by
Bethe free energy [3]

log p(n,y; θ) ∝ −F(n,y; θ). (8)

Thus, maximizing log p(n,y; θ) is equivalent to minimizing
Bethe energy F(n,y; θ). For continuous state HMMs, the
Bethe free energy takes the form

F(n,y; θ) = −
T∑

t=1

∫
nt,t(xt, ot) log p(ot|xt) dxt dot

−
T−1∑
t=1

∫
nt,t+1(xt, xt+1) log p(xt+1|xt) dxt dxt+1

−
∫

n1(x1) log p(x1) dx1 −
∫
x1

n1(x1) log n1(x1) dx1

− 2

T−1∑
t=2

∫
nt(xt) log nt(xt)dxt −

∫
nT (xT ) log nT (xT )dxT

+
T−1∑
t=1

∫
nt,t+1(xt, xt+1) log nt,t+1(xt, xt+1) dxt dxt+1

+
T∑

t=1

∫
nt,t(xt, ot) log nt,t(xt, ot)dxt dot. (9)

Based on the above approximation of aggregate data likeli-
hood, we recently proposed CGFB algorithm [4] for inference
in GHMMs. For learning the GHMM parameters, we use the
CGFB algorithm in the E-step to infer hidden distributions n∗

given the current estimate of the parameters and then update
the model parameters based on the maximization of completed
data likelihood in the M-step. The sequence of our learning
method is listed in Algorithm 2.

Note that the E-step minimizes the free-energy F(n,y; θ)
given by (9) with respect to n. The statistics in the E-step
for GHMM with aggregate observations are characterized by
the following proposition.

Proposition 1. The statistics in the E-step for GHMM with



aggregate observations are computed as

K11 =
T−1∑
t=1

E[xtx
T
t ] =

T−1∑
t=1

Pt + µtµ
T
t (10a)

K22 =
T−1∑
t=1

E[xt+1x
T
t+1]=

T−1∑
t=1

Pt+1+ µt+1µ
T
t+1 (10b)

K12 =KT
21=

T−1∑
t=1

E[xtx
T
t+1]=

T−1∑
t=1

Σ12+µtµ
T
t+1 (10c)

K̄11 =
T∑

t=1

E[xtx
T
t ] =

T∑
t=1

Pt + µtµ
T
t (10d)

K̄22 =
T∑

t=1

E[otoTt ] =
T∑

t=1

(P̂t + µ̂tµ̂
T
t ) (10e)

K̄12 = K̄T
21 =

T∑
t=1

E[xto
T
t ] =

T∑
t=1

Σ̄12 + µtµ̂
T
t (10f)

with

Σ12 = PtA
TQ−1(Q−1 + Λ

(b)
t+1 + Λ

(u)
t+1)

−1 (11a)

Σ̄12 = PtC
TR−1(R−1 + P̂−1

t − Λ
(d)
t )−1. (11b)

Algorithm 2 Approximate EM algorithm for GHMM param-
eter learning

Initialize model parameters θ0 = {π,Π, A,Q,C,R}
for ℓ = 1, 2, . . . do

E-step: Obtain hidden densities n∗ using the CGFB
algorithm with parameters θℓ−1

M-step: Update θℓ = argminθ F(n∗, θ) using Equa-
tion (12)

end for

Proof. Note that (10a)-(10b) and (10d)-(10e) directly follow
from definitions. We prove (10c) and (10e).

First, using (7a), the joint density nt,t+1(xt, xt+1) equals

nt,t+1(xt, xt+1) ∝ exp

(
−1

2
xT
t Λ11xt −

1

2
xT
t+1Λ22xt+1

+
1

2
xT
t+1Λ21xt +

1

2
xT
t Λ12xt+1

)
with Λ11 = ATQ−1A + Λ

(f)
t + Λ

(u)
t , Λ12 = −ATQ−1,

Λ21 = −Q−1A, and Λ22 = Q−1 +Λ
(b)
t+1 +Λ

(u)
t+1. Using these

partitioned precision matrices, the covariance matrices can be
computed as [

Σ11 Σ12

Σ21 Σ22

]
=

[
Λ11 Λ12

Λ21 Λ22

]−1

.

Considering concatenated vector [xT
t , x

T
t+1]

T , and taking ex-
pectation over the joint distribution

E[xtx
T
t+1] = Σ12 + µtµ

T
t+1,

where Σ12 is the covariance between variables xt and xt+1.
Next, using (7b), the joint density nt,t(xt, ot) becomes

nt,t(xt, ot) ∝ exp

(
−1

2
xT
t Λ̄11xt −

1

2
oTt Λ̄22ot

1

2
oTt Λ̄21xt +

1

2
xT
t Λ̄12ot

)
with Λ̄11 = CTR−1C+Λ

(f)
t +Λ

(b)
t , Λ̄12 = −CTR−1, Λ̄21 =

−R−1C, and Λ̄22 = R−1+P̂−1
t −Λ

(d)
t . Using these partitioned

precision matrices, the covariance matrices can be computed
as [

Σ̄11 Σ̄12

Σ̄21 Σ̄22

]
=

[
Λ̄11 Λ̄12

Λ̄21 Λ̄22

]−1

.

Considering concatenated vector [xT
t , o

T
t ]

T , and taking expec-
tation over the joint distribution

E[xto
T
t ] = Σ̄12 + µtµ̂

T
t ,

where Σ̄12 is the covariance between variables xt and ot.

Based on the statistics computed in the E-step, the M-step
updates in Algorithm 2 are characterized by the following
theorem.

Theorem 2. The M-step updates in GHMM learning from
aggregate data are given by

π = µ1, Π = P1 (12a)
A = K21 (K11)

−1 (12b)

Q =
1

T − 1

[
K22 −K21K

−1
11 K12

]
(12c)

C = K̄21K̄
−1
11 (12d)

R =
1

T

[
K̄22 − K̄21K̄

−1
11 K̄12

]
(12e)

where K and K̄ are computed in the E-step using Proposi-
tion 1.

Proof. In the expression of Bethe free energy (9), keeping only
the model parameter terms, it can be decomposed into three
terms as

F(n,y; θ) = F1 + FX + FO, (13)

where F1 corresponds to initial density parameters, FX repre-
sents transition density parameter terms, and FO corresponds
to observation density parameters.

The updates for initial density parameters θ1 = {π,Π} follows
directly by minimizing

F1 = −
∫

n1(x1) log p(x1) dx1

= −
∫

N (x1;µ1, P1) log (N (x1;π,Π)) dx1.

=
d

2
log 2π +

1

2
log |Π|+ 1

2

(
Tr{Π−1(P1 + µ1µ

T
1 )}

+µT
1 (−2Π−1π) + πTΠ−1π

)
. (14)

Differentiating F1 with respect to π and Π−1 and equating to
zero, we get (12a).



The updates for transition density parameters θX = {A,Q}
are obtained by minimizing

FX = −
T−1∑
t=1

∫
nt,t+1(xt, xt+1) log p(xt+1|xt) dxt dxt+1.

Expanding − log p(xt+1|xt) so that

FX =
1

2
I +

T−1∑
t=1

(
1

2
log |Q|

)
. (15)

In the above equation,

I =
T−1∑
t=1

∫
nt,t+1(xt, xt+1)(x

T
t A

TQ−1Axt + xT
t+1Q

−1xt+1

− xT
t A

TQ−1xt+1 − xT
t+1Q

−1Axt) dxt dxt+1

=
T−1∑
t=1

[
Tr{ATQ−1A(Pt + µtµ

T
t )}

+Tr{Q−1(Pt+1 + µt+1µ
T
t+1)}

−E[xT
t A

TQ−1xt+1 + xT
t+1Q

−1Axt]
]

=Tr{ATQ−1AK11}+Tr{Q−1K22}
− Tr{Q−1AK12} − Tr{ATQ−1K21}. (16)

Clearly, FX is convex in A and Q−1. In the view of (16),
differentiating (15) with respect to A and Q−1 and equating
to zero, we arrive at (12b) and (12c).

The updates for observation density parameters θO = {C,R}
are obtained by minimizing

FO = −
T∑

t=1

∫
nt,t(xt, ot) log p(ot|xt) dxt dot

Expanding − log p(ot|xt) so that

FO =
1

2
J +

1

2

T∑
t=1

log |R|, (17)

where

J =
T∑

t=1

∫
nt,t(xt, ot)(x

T
t C

TR−1Cxt + oTt R
−1ot

− xT
t C

TR−1ot − oTt R
−1Cxt) dxt dot

=Tr{CTR−1CK̄11}+Tr{R−1K̄22}
− Tr{R−1CK̄12} − Tr{CTR−1K̄21}. (18)

Clearly, FO is convex in C and R−1. In the view of (18),
differentiating (17) with respect to C and R−1 and equating
to zero, we arrive at (12d) and (12e).

Since the CGFB algorithm employed in the E-step of the
algorithm is guaranteed to convergence [4], our algorithm also
exhibits convergence guarantees at least locally. The conver-
gence can be argued due to the convergence of coordinate
descent. Since the E-step and M-step in Algorithm 2 are coor-
dinate descent updates of free energy F(n,y; θ) with respect
to n and θ and thus it decreases monotonically. Moreover, the
free energy F(n,y; θ) equals the Kullback-Leibler divergence

between the inferred distribution and the distribution induced
by the prior HMM dynamics over the space of trajectories and
is thus bounded below by 0. There two properties ensures the
local convergence of our algorithm. Note that the parameters
are not unique in terms of measurement data likelihood, i.e.,
there exist multiple sets of parameters which result in the same
data likelihood.

Our algorithm scales well with the problem dimension. In
particular, the complexity of each iteration increases linearly
with the length T of the model. Moreover, the worst case
complexity in each iteration is O(d3) in terms of the state
dimension d due to matrix inversion.

Remark 1. In case of an ensemble of aggregate observation
distributions {yj}Jj=1, we find these J number of hidden
distribution sets {nj}Jj=1 in the E-step. Then the parameter
updates in the M-step are given by

π =
1

J
µJ
1 , Π =

1

J
P J
1 (19a)

A = KJ
21

(
KJ

11

)−1
(19b)

Q =
1

J(T − 1)

[
KJ

22 −KJ
21

(
KJ

11

)−1
KJ

12

]
(19c)

C = K̄J
21

(
K̄J

11

)−1
(19d)

R =
1

JT

[
K̄J

22 − K̄J
21

(
K̄J

11

)−1
K̄J

12

]
, (19e)

where the terms with superscript µJ
1 =

∑J
j=1 µ

j
1, P J

1 =∑J
j=1 P

j
1 , and KJ

ab =
∑J

j=1 K
j
ab with a, b ∈ {1, 2}.

Remark 2. When the aggregate observations are in Dirac
form, corresponding to individual observations, our learning
algorithm naturally reduces to the standard Baum-Welch [17],
[10] learning algorithm for GHMMs.

IV. NUMERICAL EXAMPLES

We perform multiple experiments to evaluate the performance
of our proposed learning algorithm. First, we consider a system
with true GHMM parameters:

π =

[
1
0

]
, Π =

[
1 0.2
0.2 1

]
A =

[
1 ∆t

−∆t 1− 0.5∆t

]
, C =

[
0 ∆t

]
Q = ∆t

[
0.1 0
0 0.1

]
, R = ∆t

[
0.7

]
,

where ∆t is set to 0.05 for all our experiments. Based on
the above GHMM parameters, M number of trajectories are
generated and the observations are recorded in aggregate form
{o(m)

1 , o
(m)
2 , . . . , o

(m)
T }, ∀m = 1, 2, . . . ,M .

For testing purpose, we generate another set of trajectories
(of same length and same population size as in training) and
record aggregate observations. We evaluate the performance
in terms of difference in negative log likelihoods of test data
based on the learned parameters and the ground truth:

∆NLL = NLL(θ)−NLL(θ∗), (20)



where θ is the set of learned parameters and θ∗ represents
ground truth parameters. We normalize ∆NLL by the HMM
length. Figure 3(a) shows the performance of our algorithm
for different population sizes. A better performance can be
observed in case of large population. We further test the per-
formance of our algorithm with different ensemble sizes. We
divide the total population M into J number of ensembles and
use our algorithm as mentioned in Remark 1. In Figure 3(b),
we plot the behavior with different ensemble sizes. It can be
observed that small amount of aggregation (J = 5) has better
performance as compared with full aggregation of observations
(J = 1).

(a) (b)

Fig. 3: (a) ∆ NLL with T = 200 and different population
size M . (b) ∆ NLL for an ensemble of observations with
T = 200 and M = 1000. The results are averaged over 5
different random seeds.

In our next example, we consider a GHMM model with

π =

[
03
13

]
, Π = ∆tI6,

A =

[
I3 ∆tI3

−∆t(I3 + 0.1D) (1− 0.5∆t)I3

]
,

C =
[
∆tI3 03

]
, Q = 0.1∆tI6, R = 0.2∆tI3.

Here ∆t = 0.05, Ik and 0k respectively denote identity
matrix and zero matrix of dimension k, and 0k and 1k
represent zero vector and one vector of dimension k. The
matrix D is randomly generated whose elements belong to
the interval [0, 1]. The performance of our algorithm over this
6-dimensional system with varying M is shown in Figure 4,
from which a convergent behavior is observed.

Fig. 4: ∆ NLL with T = 200 and different M (d = 6).

V. CONCLUSION

In this paper, we proposed an algorithm for learning GHMMs.
Our algorithms is based on the EM algorithm wherein we

utilized collective Gaussian forward-backward algorithm for
data completion in the E-step and derived the parameter
updates for the M-step. To the best of our knowledge, our
proposed learning algorithm is the first effort towards learning
continuous state HMMs from aggregate observations. Our
algorithm is restricted to GHMMs and only ensures local con-
vergence. A future direction is to study learning parameters for
general models such as mixed-mode GHMMs from aggregate
observations [7]. Another interesting direction is to utilize the
proposed algorithm to identify models of miniature systems
such as bacterial or cell.
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