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Abstract

Background: Plasma gelsolin (pGSN) is an important part of the blood actin buffer that prevents negative con-
sequences of possible F-actin deposition in the microcirculation and has various functions during host immune
response. Recent reports reveal that severe COVID-19 correlates with reduced levels of pGSN. Therefore, using an

in vitro system, we investigated whether pGSN could attenuate increased permeability of the blood—brain barrier
(BBB) during its exposure to the portion of the SARS-CoV-2 spike protein containing the receptor binding domain (S1
subunit).

Materials and methods: Two- and three-dimensional models of the human BBB were constructed using the human
cerebral microvascular endothelial cell line hCMEC/D3 and exposed to physiologically relevant shear stress to mimic
perfusion in the central nervous system (CNS). Trans-endothelial electrical resistance (TEER) as well as immunostaining
and Western blotting of tight junction (TJ) proteins assessed barrier integrity in the presence of the SARS-CoV-2 spike
protein and pGSN. The IncuCyte Live Imaging system evaluated the motility of the endothelial cells. Magnetic bead-
based ELISA was used to determine cytokine secretion. Additionally, quantitative real-time PCR (qRT-PCR) revealed
gene expression of proteins from signaling pathways that are associated with the immune response.

Results: pGSN reversed S1-induced BBB permeability in both 2D and 3D BBB models in the presence of shear stress.
BBB models exposed to pGSN also exhibited attenuated pro-inflammatory signaling pathways (PI3K, AKT, MAPK,
NF-kB), reduced cytokine secretion (IL-6, IL-8, TNF-a), and increased expression of proteins that form intercellular TJ
(ZO-1, occludin, claudin-5).

Conclusion: Due to its anti-inflammatory and protective effects on the brain endothelium, pGSN has the potential to
be an alternative therapeutic target for patients with severe SARS-CoV-2 infection, especially those suffering neuro-
logical complications of COVID-19.
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Background

SARS-CoV-2 is a p-coronavirus that mainly causes
inflammatory lung pathology associated with thrombo-
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cytokine storm during the inflammatory cascade and
the spike protein of the virus itself affect other organs,
including the brain vasculature [2-5]. Early reports
indicate that patients develop a chronic condition char-
acterized by fatigue and neuropsychiatric symptoms,
termed long-COVID, now more often called post-acute
COVID syndrome (PACS) [6-11]. The most prevalent
neurological manifestations of SARS-CoV-2 infection
that usually resolve over time in mild cases are head-
ache, anosmia, and dysgeusia [12-15]. However, numer-
ous studies point to other severe complications, such as
impaired consciousness, cerebrovascular events, enceph-
alopathy, acute disseminated encephalomyelitis, Guil-
lain—Barré syndrome, strokes, delirium, dementia-like
syndrome, and psychiatric disorders, including psycho-
sis, catatonia, and mania [16—18]. Multicenter analyses
demonstrated that encephalopathy (up to 42%) and cer-
ebrovascular events (up to 62%) account for most of the
COVID-19-associated neurological complications, with
inflammatory syndromes, i.e., encephalitis (up to 13%)
and Guillain—Barré (up to 9%) considerably less frequent
[18, 19]. The occurrence of ischemic stroke is moderately
high. It most frequently occurs in younger patients, with
more recurring vascular occlusion and higher morbidity
than described in patients without COVID-19 and those
with influenza. Stroke and inflammatory syndromes
seem to have the poorest prognosis for patients of all
coronavirus-mediated neurological symptoms [20, 21].
The most common findings detected using neuroimaging
enclose leukoencephalopathy, ischemia with large ves-
sel occlusion, encephalitis, hemorrhage in locations not
typical for hypertension, and abnormalities in perfusion
[22-25]. Microhemorrhages were associated with micro-
vascular disease in post-mortem studies of COVID-
19 patients [26, 27]. Those neurological complications
accompanying SARS-CoV-2 infection relate directly or
indirectly to the preceding impairment of the endothelial
barrier, which allows the viral S-protein to pass through
the blood—-brain barrier and damage of glial cells. Given
the range of neurological complications associated with
COVID-19, understanding the complex pathogenesis and
molecular mechanisms is essential for providing coun-
termeasures for the treatment of SARS-CoV-2 (SARS-2)
infections.

The mechanisms by which the coronavirus affects brain
vasculature, allowing the virus to cross the blood—brain
barrier (BBB) and cause neurological disorders, are not
fully understood. Due to the significant genetic similar-
ity between SARS-CoV-2 and other viruses in this group,
particularly SARS-CoV-1, specific targets have been
identified by which the virus interacts with human cells
[28, 29]. So far, it has been demonstrated that the entry
and multiplication of the SARS-CoV-2 virus in human
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cells is initiated by its interaction with receptors located
on the cell surface, particularly angiotensin-converting
enzyme 2 (ACE2) [30, 31]. Some studies indicate that
the interaction of viral proteins with the ACE2 receptor
alone is not sufficient to ensure optimal viral entry into
cells, and this process may be augmented by other fac-
tors/potential targets, such as surface vimentin, heparan
sulfate, neuropilins, and sialic acids [32-35]. Recently,
RhoA activation has been associated with SARS-CoV-
2-mediated barrier breakdown, indicating that the sign-
aling mechanism involves cytoskeletal components [36].
SARS-CoV-2 may also induce the formation of tunneling
nanotubes and uses this route to infect cells [37]. The
interaction of SARS-CoV-2 Spike protein with Toll-like
receptors (TLR-2, TLR-4) is reported to induce a pro-
inflammatory response contributing to hyperinflamma-
tion [38-40].

Gelsolin is a calcium and phosphatidylinositol 4,5-bis-
phosphate (PIP,)-regulated protein with the ability to cap
and sever actin filaments, and low levels of plasma gelso-
lin, one of the two main isoforms of the protein, are pre-
sent in patients with severe COVID-19 [41, 42]. Under
physiological conditions, the concentration of pGSN in
human blood is 150-300 pg/mL, and it is also present
in several other body fluids such as lymph, cerebrospi-
nal fluid, and synovial fluid [43-45]. Decreased plasma
gelsolin concentration described in critically ill patients
and those requiring immediate medical attention, e.g.,
patients with acute trauma, multi-organ injuries, as well
as in the course of brain and liver injury, myocardial
infarction and necrosis, septic shock, and SARS-CoV-2
infection correlates with poor clinical outcome [46—49].
The severity of a decrease in pGSN concentration in the
blood (hypogelsolinemia) correlates with the course of
the disease, higher mortality rates, and the length of stay
in intensive care units among patients after major trauma
[50]. Recently, the administration of recombinant human
plasma gelsolin (pGSN) has been associated with full
recovery of an intubated patient with acute COVID-19
pneumonia [51]. Fewer patients with COVID-19 pneu-
monia required intubation and had severe adverse events
(SAEs) when treated with pGSN compared to the control
group in a recent blinded, randomized study [52]. Con-
sidering the pleiotropic effects of human plasma gelsolin
and its contribution to a patient’s recovery from acute
Covid-19, pGSN repletion by administration of recombi-
nant protein may also counteract SARS-CoV-2-mediated
inflammation, including inflammation within the brain
vasculature.

Here, we aimed to evaluate the ability of human recom-
binant plasma gelsolin to mitigate blood—brain barrier
disruption in the presence of the SARS-CoV-2 spike pro-
tein S1 subunit (S1). To test the functional outcome of
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simultaneous addition of S1 and pGSN, we used 2D and
3D in vitro models of the BBB consisting of human cer-
ebral microvascular endothelial cells (hCMEC/D3). We
determined the effect of the pGSN on S1-mediated dis-
rupted barrier integrity by measuring the permeability to
low molecular weight dextran and transendothelial elec-
trical resistance. In addition to the functional conditions,
we evaluated the levels of inflammatory mediators, tight
junction proteins, gene expression of signaling pathways,
and the motility of endothelial cells. Overall, these stud-
ies assess the therapeutic potential of pGSN in protecting
the neurological symptoms of COVID-19.

Materials and methods

Recombinant human plasma gelsolin

Recombinant human plasma gelsolin (pGSN) used in our
study was produced in E. coli and provided by BioAegis
Therapeutics (North Brunswick, USA).

Cell culture

Immortalized human cerebral microvascular endothelial
cells (#CLU512-A, Cedarlane Laboratories) were used
between passage 25 and 35. Cells were cultured in EBM-2
medium (#CC-3156, Lonza) containing 5% FBS (#P30-
8500, PAN Biotech), 1.4 uM hydrocortisone (#HO0135,
Sigma), 10 mM HEPES pH 7.4 (#15630-080, Life Tech-
nologies), 5 pg/mL ascorbic acid (#A4544, Sigma), 1%
antibiotic antimycotic solution (#A5955, Sigma), 1%
chemically defined lipid concentrate (#11905031, Life
Technologies), and 1 ng/mL basic fibroblast growth fac-
tor (#F0291, Sigma). Cells were grown on collagen type I
(0.1 mg/mL, #3443-100-01, R&D Systems)-coated plates
at 37 °C with 5% CO,, 95% fresh air, and saturated humid-
ity. Cells were seeded at 3 x 10*/cm?, trypsinized (T4174,
Sigma), and replated when approximately 80—-90% con-
fluency was reached. The cell culture medium was
changed every 2—3 days.

BBB permeability and TEER testing using a 2D model

To mimic 2D blood-brain barrier functions under
static conditions, cells were seeded at a density of 10*
cells per transwell insert (#3470, Corning) coated with
collagen I (pore size 0.4 pm, diameter 0.33 cm?) in 200
pL of complete growth medium. Basolateral chambers
were filled with 500 puL of complete growth medium.
The medium was changed every 3 days. After the
confluent monolayer was formed, cells were washed,
and when required, monolayers were incubated with
250 ug/mL pGSN, 10 nM SARS-CoV-2 subunit S1
(#230-01101-100, RayBiotech) and the combination
of 250 pug/mL pGSN +10 nM S1 for 6 h. In all experi-
ments, spike protein S1 subunit was suspended in PBS
at 1000 nM concentration and added to cells at a 1 to
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100 ratio. To keep the concentration of growth factors
at the same level, an equal volume of PBS was added
to untreated conditions. The same situation occurred
when adding pGSN at a concentration of 10 mg/mL
(40x). The schematic representation of the 2D BBB set-
ting is presented in Fig. 1A.

To determine monolayer permeability, a fluorescent
molecular tracer assay was performed. To do so, 4-kDa
dextran-FITC (#46944, Sigma) was added to the apical
chamber to the final concentration of 1 mg/mL, fluores-
cence in the basolateral chambers was recorded before
addition (t,) of agents and 0.5, 1, 3, and 6 h later using a
Varioskan Lux microplate reader (ThermoFisher). Per-
cent permeability was calculated as the relative fluo-
rescence of medium in the pGSN, S1, and pGSN + S1
treated vs. untreated cells.

Additionally, to evaluate the functional performance
of an intact barrier in vitro, the transendothelial elec-
trical resistance (TEER) was measured using an EVOM
voltohmmeter (World Precision Instruments) equipped
with an STX-2 chopstick electrode. TEER was meas-
ured before adding the agents and 0.5, 1, 3, and 6 h
later. Transwell® inserts without cells but coated with
rat tail collagen type I, containing EBM-2 medium,
were measured and set as blank (approximately 90 Q).
Barrier resistance readings ({2) were obtained for each
well individually and, after subtracting the resistance
of the blank, were multiplied by the membrane area
(0.33cm?) to calculate Q*cm? To normalize the data,
resistance at £=0 of every single well was set as 1.0.
Values treated with pGSN, S1, and pGSN+S1 were
normalized to the untreated culture as a control.

Microfabrication

Fabrication of the microfluidic device was completed
using a previously described method [53]. Briefly,
SU-8 2025 epoxy-based photoresist (MicroChem) was
poured on top of a 3-in. silicon wafer at 95 °C and left
overnight. A photomask was applied over the wafer
before exposure with a 200-W UV lamp for 2 h. Propyl-
ene glycol methyl ether acetate (PGMEA) (MicroChem)
was used to dissolve the unpolymerized photoresist,
and polydimethylsiloxane (PDMS, # 2065622, Ells-
worth) was used to create negative molds from the sili-
con master. Similarly, positive stamps made of PDMS
were cast to create the microfluidic channels on glass
coverslips. Before gel fabrication, the hydrogel reser-
voir was filled with 5 M sulfuric acid (#258105, Sigma)
for 90 min, washed several times with distilled water,
and then filled with 50 pg/mL collagen type I and steri-
lized with UV light. The schematic design of the micro-
fluidic device is shown in Fig. 2A, B.
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Fig. 1 Plasma gelsolin (pGSN) significantly reduces disruption of the blood-brain barrier caused by the SARS-CoV-2 Spike protein ST subunit in
the 2D Transwell permeability assay. Confluent monolayer of human cerebral microvascular endothelial cells (hCMEC/D3) seeded on a Transwell
semi-permeable membrane exposed to tested compounds added to the upper chamber (blood) (Panel Ai). The functional state of the cells
as a barrier was evaluated with transendothelial electrical resistance (TEER) measurement and Dextran-FITC permeability assay (Panel Aii). The
dextran-FITC intensity was measured in the lower chamber (brain) that migrated from the upper chamber (blood) in time (Panels B, D). Change in
TEER was measured using Epithelial Voltohmeter EVOM2 (Panels C and D). The data represent the mean £ SEM of four (n =4, with 2 inserts used per
condition each time) independent experiments. * and A indicate statistical significance at p <0.05 compared to CT and S1, respectively, by one-way
ANOVA and Tukey post hoc test

Blood-brain barrier—a 3D model

Each device was filled with 60 pL hydrogel consist-
ing of 6 uL 10xPBS (#5493, Sigma), 6 pL 0.1 M NaOH
(#BA0981118, POCh SA), 18 uL distilled water, and 30
pL 10 mg/mL collagen type I. This formulation yielded
a gel consisting of 5 mg/mL collagen. All components
were held on ice until mixing, then injected into the
hydrogel reservoir of the device. Two 180-mm-diam-
eter acupuncture needles, freshly coated with sterile
0.1% bovine serum albumin (BSA, #A8412, Sigma),
were inserted into the needle guides of the device,
and the devices were transferred to 37 °C for 10 min
to facilitate polymerization. PBS was then pipetted
on the ports of the reservoir to prevent the drying of
the hydrogel. After 2 h of incubation, the needles were
carefully pulled from the hydrogel to create cylindri-
cal voids mimicking the geometry of human vessels
(growth area~2 cm?). Human cerebral microvascu-
lar endothelial cells (hCMEC/D3) were injected into
one of the channels at a density of 10 million cells per
mL and left for 10 min incubation before an additional

10-min incubation in an inverted position to facilitate
full coverage of the cylindrical void. Cell seeded devices
were placed in a well of 6-well culture plates contain-
ing 7 mL complete growth medium. In the next step,
channels were exposed to shear stress by attaching a
20-mL plastic syringe (BD) containing complete EBM-2
secured to a GenieTouch linear syringe pump (Kent
Scientific) to the input port for the cell-seeded channel.
The syringe pump was set to deliver a 2.4 pL/min volu-
metric flow rate, which was designed to exert approxi-
mately 0.7 dyn/cm? of shear stress on the endothelium
within the channel. Vessels were perfused for four
days. After 4 days, when hCMEC/D3 monolayer exerts
fully developed barrier functions, 20 mL syringes with
EBM-2 were substituted with media containing EBM-2
for control conditions, 10 nM S1, and 250 pg/mL
pGSN+10 nM S1 in 5 mL plastic syringes. Flow with
these agents was applied in the same conditions for an
additional four hours. After 4 h, channels were removed
from their testing condition and either assessed for
permeability or fixed for immunofluorescence staining.
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Fig. 2 3D blood-brain barrier model. A Schematic of a microfluidic device with the location of inlet/outlet ports and ports to fill the hydrogel
reservoir. B Picture of the PDMS device. Scale bar, 1 cm. C Permeability testing with 4 kDa Dextran-FITC configuration. D TEER measurements

Permeability testing in 3D model

Channels were placed on the stage of an inverted epifluo-
rescence microscope (Zeiss Axiostar 10). The devices were
perfused with 4-kDa FITC-dextran at a 5 uL/min flow rate.
Images were taken at 10-s intervals and then analyzed using
Image]. Quantification of the permeability coefficient was
determined using a method described in a previous study
[54]. Briefly, the coefficient was determined by correlating
dextran concentration to the fluorescence intensity and
inputting the measurements into the following equation:

P_d[ r
_dt2]0

(P—permeability coefficient, dI/dt—change in fluores-
cence intensity in a region of interest outside the lumen,
r—the channel radius, and /,—the maximum intensity in
the lumen during the duration of the test).

TEER measurements (3D)
Impedance was measured using a Stingray DS1IM12 USB
oscilloscope adapter (USB Instruments). The instrument

combines the functions of a signal generator and an
oscilloscope. Using the DS1M12 EasyScope II software,
the output voltage was set to a sine wave with 220 mV
amplitude, with electrodes inserted into the input ports
of the device so that the measured current passed across
the endothelium. The leads of input A measured the volt-
age across a 460 Q reference resistor in series with the
applied voltage to verify the scope output. The charges
of input B were positioned as an ammeter across the ref-
erence resistor to indicate the current passing between
electrodes. The output voltage frequency was swept from
15 Hz to 15.6 kHz, with intermediate values of 50 Hz,
105 Hz, 558 Hz, and 3.906 Hz, to assure that the imped-
ance followed a characteristic frequency dependence
for cell monolayer measurements. The impedance, Z,
was characterized by calculating the ratio of amplitudes
between the applied voltage and measured current and
the phase shift between the two waveforms for each fre-
quency. Impedance was defined as: Z = V/I (V—the volt-
age magnitude, /—the current magnitude). TEER values
were determined as the difference in impedance at 15 Hz,
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where the capacitance of the electrodes dominates the
overall impedance, and at 15.6 kHz, where the resistance
of the culture medium is the primary component of the
impedance. These values were then subtracted from the
impedance difference measured between the inlet and
outlet of the device. Measurements in an acellular device
were used as a blank and further subtracted from cellu-
larized conditions.

Confocal microscopy

Devices were fixed in 3.7% paraformaldehyde for 20 min
at room temperature. After fixation, the hydrogels were
cut from the device hydrogel reservoir and placed in a
100 uL centrifuge tube. Cells within the hydrogel were
permeabilized by adding 0.2% Triton X-100 for 30 min
at room temperature. The hydrogels were blocked in 3%
BSA for 30 min at 37 °C. Hydrogels were then incubated
for 48 h at 4 °C with 1:200 anti-ZO-1. After thorough
washing, the hydrogels were incubated with 1:1000 of the
secondary antibody for one hour and 1 mg/mL DAPI for
15 min at 37 °C in the dark. Images were acquired on an
Eclipse Ti-E inverted microscope with an integrated C2p
laser scanning confocal system. Detailed list of used anti-
bodies can be found in Additional file 1: Table S1.

Migration assay

A scratching assay was implemented to determine the
impact of pGSN and S1 on the migration of blood—brain
barrier-forming cells. Briefly, hCMEC/D3 cells were cul-
tured in 96-well collagen-coated plates until a conflu-
ent monolayer was formed, and homogeneous linear
scratches were made using the IncuCyte® WoundMaker
(Sartorius AG). PGSN, S1, and pGSN+S1 were added
directly to wells, capturing images for 72 h. After that, the
images were processed by defining a scratching mask and
a cell confluence mask using the IncuCyte® Cell Migra-
tion Analysis Software.

Magnetic bead-based ELISA

Secretion of IL-2, IL-6, IL-8, INF-y, TNF-«, and GM-CSF
was assessed using the Bio-Plex Pro Human Cytokine
Assay (Bio-Rad). hCMEC/D3 cells were cultured on
6-well collagen-coated plates until full confluency was
reached. PGSN, S1, and pGSN+S1 were then intro-
duced, and the supernatant was collected after 6 and 24 h
of incubation. Results were compared to untreated con-
trol, normalized to 1.0, and presented as a fold change in
cytokine secretion.

Western blotting

hCMEC/D3 confluent monolayers seeded in 6-well
collagen-coated plates were treated in static conditions
with pGSN, S1, and pGSN+S1 for 24 h and briefly
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rinsed with PBS, detached with trypsin, transferred
to Eppendorf tubes, and centrifuged. The supernatant
was discarded, and the whole-cell lysate was prepared
using RIPA lysis buffer (#89901, ThermoFisher) with
Pierce Protease Inhibitor (#A32963, ThermoFisher)
added freshly before use. Cells were lysed for 20 min on
ice and centrifuged at 14,000 rpm for 20 min at 4 °C.
Next, supernatants were transferred to fresh tubes
and the Bradford (#5000006, Bio-Rad) assay was per-
formed to determine protein concentration. Lysates
were subjected to electrophoresis using 10% sodium
dodecyl sulfate—polyacrylamide (SDS-PAGE) at a 15 pg
per lane concentration. After SDS-PAGE separation,
proteins were blotted onto polyvinylidene fluoride
membranes. Next, the membranes were submerged in
methanol, then blocked for 1 h in 5% nonfat dry milk
in TBS-T (150 mM NaCl, 50 mM Tris base, 0.05%
Tween 20, pH="7.4). Blocked protein blots were incu-
bated with rabbit anti-occludin (1:200), mouse anti-
claudin 5 (1:500), mouse anti-VE cadherin (1:500),
rabbit anti-ZO-1 (1:200), mouse anti-B-catenin (1:300),
rabbit anti-VEGFR2 (1:500), and mouse anti-f-actin
(1:5000), in TBS-T at 4 °C overnight, followed by incu-
bation with goat anti-rabbit IRDye 800CW IgG and
goat anti-mouse IRDye 800CW IgG secondary anti-
body in TBS-T (1:20,000) at room temperature for
1 h, in the dark. Protein blots were visualized with the
Odyssey LiCor Imaging System (LiCor Biosciences).
Band intensities were quantified using Image Studio
Acquisition Software. Data are presented as relative
intensity of protein of interest bands in pGSN, S1, or
pGSN + S1-treated samples compared to the untreated
samples and normalized to B-actin. Detailed list of used
antibodies can be found in Additional file 1: Table S1.

qRT-PCR

Confluent cell monolayers were treated with pGSN,
S1, and pGSN +S1 for 6 h and briefly rinsed with PBS.
Total RNA was extracted using the Universal RNA Puri-
fication Kit (#E3598-02, EurX). The concentration and
purity of isolated RNA were evaluated using a Qubit 4
fluorometer (ThermoFisher). ¢cDNA was synthesized
with 100 ng of RNA in a 20-uL reaction mix using the
iScript’” ¢cDNA Synthesis Kit (#1708891, Bio-Rad). qRT-
PCR was performed with 20 ng of cDNA in a 20-pL
reaction containing SsoAdvanced Universal SYBR®
Green Supermix (#1725274, Bio-rad) using VEGF sign-
aling and activation PrimePCR plates (#10025756, Bio-
Rad) on CFX Connect Real-Time PCR Detection System
(Bio-Rad). GAPDH was used as an internal control.
Gene expression levels were reported as relative quan-
tity, expressed as 2724, and are presented as Log,FC.
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Statistical analysis

Quantitative data are expressed as mean 4+ SEM. Statisti-
cal analyses were evaluated using the one-way ANOVA
with Tukey’s post hoc test, with p <0.05 considered sta-
tistically significant.

Results

PGSN inhibits SARS-CoV-2 S1-induced increase

in permeability of BBB in the 2D model

The main feature of the blood-brain barrier is the pres-
ence of endothelial tight junctions that produce highly
selective permeability of the barrier. The S1 subunit of
the SARS-CoV-2 spike causes disruption of these tight
junctions and a subsequent barrier breakdown. We per-
formed permeability assays to determine whether pGSN
could mitigate tight junction disassembly in the pres-
ence of the S1 subunit. 4-kDa FITC-dextran was used to
focus on paracellular passage via cellular junctions and
exclude other forms of active transport, e.g., transcytosis
(Fig. 1A). Data presented in Fig. 1B and D show the mean
change of fluorescence in arbitrary units (a.u.)=SEM.
To better visualize changes in permeability, the fluores-
cence of untreated hCMEC/D3 cells at each time point
(1, 3, and 6 h) was normalized to 100%. We did not
observe a statistically significant change in permeabil-
ity of the BBB upon the addition of pGSN (250 pg/mL),
which is approximately 20 times more than the pGSN
concentration in a cell growth medium with 5% serum.
At 1 h, 10 nM SARS-CoV-2 S1 increased permeabil-
ity by 188%. When 250 pg/mL pGSN was added at the
same time as 10 nM S1 subunit, the permeability change
dropped to 117%, which is statistically indistinguishable
from the control value. After 3 h, 10 nM SARS-CoV-2
S1 gives a rise to 157%, while 250 pg/mL pGSN+10 nM
of S1 limited this effect to 118%, a 39% decrease in per-
meability compared to spike protein S1 subunit alone.
At 6 h, 10 nM S1 induced 180% permeability, 250 pg/
mL pGSN+ 10 nM of S1 induced 124%, a 55% less than
S1. To test whether gelsolin could reverse a permeabil-
ity change already initiated by S1, endothelial cells were
preincubated for 1 h with protein S1 before pGSN addi-
tion. As shown in Fig. 1D, the addition of pGSN stopped
further deterioration of the BBB caused by spike protein
and returned permeability levels to those of the control
after 1, 3, and 6 h. Thrombin, an inducer of endothelial
permeability, was used as a positive control to evaluate
experimental settings, while human albumin was used as
a negative control (Additional file 1: Fig. S1). Thrombin,
as expected, caused a significant increase in blood—brain
barrier vascular permeability comparable to S1 during
the initial phase of stimulation (up to 3 h). However, after
6 h, vascular permeability was lower than with S1, prob-
ably because of the short half-life of thrombin. Human
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albumin did not inhibit thrombin or S1 protein, nor did
it alter endothelial permeability in the condition without
additional stimulation.

To provide further evidence of the protective effects of
pGSN on the BBB, transendothelial electrical resistance
(TEER) measurements were performed. TEER values
assess the functional status of brain endothelium; higher
resistance denotes decreased permeability, while lower
resistance indicates compromised permeability. Baseline
TEER values of approx. 30 Q*cm? were required prior
to the onset of testing, and all measurements were nor-
malized to this initial measurement (TEER at 0 h=1.0).
As shown in the untreated control conditions (Fig. 1C),
TEER values were constant throughout the entire experi-
ment. Similarly, 250 pg/mL pGSN samples did not vary
significantly from the control. 10 nM SARS-CoV-2 S1 sig-
nificantly reduced the resistance at all time points, while
the addition of 250 pg/mL pGSN mitigated the reduction
in TEER measurements. When added 1 h after S1, pGSN
not only stopped the decreased resistance caused by S1,
but returned TEER values to their control levels within
3 h (Fig. 1E).

The permeability and TEER measurements suggest that
PGSN exerts a protective effect on blood—brain barrier
integrity by reversing the increased permeability caused
by SARS-CoV-2 S1 in static conditions. The use of small,
positively charged molecular tracers points to the broken
intercellular junctional proteins as a port of S1 protein
entry for the central nervous system [55]. Since pGSN
was found to promote TJ formation within brain vascu-
lature, this pGSN ability might be delaying or repairing
barrier disruption.

PGSN prevents blood-brain barrier disruption caused

by SARS-CoV-2 S1 protein in the 3D model

A three-dimensional microfluidic model of BBB was used
to determine to verify that pGSN protects the barrier in
the presence of the S1 subunit in a microenvironment
that better mimics in vivo vasculature (Fig. 2A, B). More-
over, the 3D model can also incorporate crucial compo-
nents of in vivo vasculature, including the application of
shear stress. The 3D BBB model was perfused for 4 days
with 0.7 dyn/cm? Subsequently, vessels were perfused
for four hours in the same fluid shear stress conditions
(0.7 dyn/cm?) with cell culture medium, 10 nM SARS-
CoV-2 S1, or 10 nM SARS-CoV-2 S1 4250 pg/mL pGSN.
Permeability of the BBB in the 3D model was performed
using the molecular tracer assay and TEER measure-
ments (Fig. 2C, D). Additionally, after 4 h perfusions, ves-
sels were immunostained to examine zonula occludens-1
(ZO-1), an indicator of barrier breakdown, acting as a
scaffold in the tight junction complex. In Fig. 3A, ZO-1
forms a sharp pattern localized at the cell-cell contact
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area in untreated conditions. Perfusion with 10 nM of
SARS-CoV-2 S1 protein disrupts ZO-1 localization,
potentially contributing to impaired barrier permeability.
Simultaneous perfusion with 10 nM SARS-CoV-2 with
250 pg/mL pGSN protects ZO-1 protein from disruption,
with a pattern resembling a branching network of seal-
ing strands, similar to untreated control. Assessment of
barrier permeability with 4 kDa Dextran-FITC (Fig. 3B)
indicated over a threefold increase in the permeability
coefficient following exposure to 10 nM SARS-CoV-2 S1,
while the addition of 250 pug/mL pGSN reduced by nearly
twofold leakage of BBB caused by S1. Images of the ves-
sels following dextran perfusion validated the perme-
ability measurements; untreated vessels exhibited a sharp
fluorescence gradient at the vessel wall, and S1-treated

vessels showed substantial drainage, inhibited during
simultaneous addition of pGSN (Fig. 3D). TEER meas-
urements show a fivefold decrease in electrical resistance
after perfusion with 10 nM of SARS-CoV-2, while TEER
with S14pGSN was higher by fourfold than with S1
subunit alone. Overall, findings in the 3D model support
the results of the 2D studies demonstrating a protective
effect of pGSN during SARS-CoV-2 S1 subunit-mediated
barrier breakdown.

Inhibition of hCMEC/D3 cell migration caused by S1

protein is reversed by pGSN

The migration of endothelial cells is a crucial pro-
cess during angiogenesis and vasculogenesis as well
as in a damaged vasculature to restore vessel integrity.
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A wound-healing assay was performed to determine
whether SARS-CoV-2 S1 restricts migratory properties
within brain vasculature and whether pGSN alters the
effect. Wound scratch closure was monitored for 72 h
(Fig. 4A). Due to the variable size of the initial scratch,
the wound area at time 0 was normalized to 100%, and
data were presented as a change from the relative initial
wound area. As shown in Fig. 4B, pGSN at 250 pug/mL
alone does not affect the migration of the hCMEC/D3
cells during the entire experiment. At 24 h, neither 10 nM
SARS-CoV-2 S1 protein nor pGSN significantly changed
cell migration. After 48 h, 10 nM SARS-CoV-2 S1 wound
size was 21% greater than in untreated conditions, while
the addition of pGSN at 250 pg/mL reduced wound area
by 14% compared to S1 alone. At 72 h, with 10 nM SARS-
CoV-2 S1 protein, wound size was 36% bigger than CT,
while wound area after addition of 250 pg/mL pGSN was
smaller by 18% than with SARS-CoV-2 S1 alone.

To determine the possible mechanism of preventive
pGSN effect when simultaneously added with SARS-
CoV-2 S1 protein, lysates of 24 h treated hCMEC/D3
cells were evaluated for VEGFR2 expression using the
Western Blot technique. VEGFR2 is a mediator of intra-
cellular signaling involved in cell survival, proliferation,
migration, cytoskeleton rearrangement, and vascular
permeability. As shown in Fig. 4C with 250 pg/mL pGSN,
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VEGFR2 expression was recorded at 124%, and with
10 nM SARS-CoV-2 S1 at 50%. The addition of pGSN
to S1 restored VEGFR2 expression to 76%, which was
26% higher than S1 alone. We cannot exclude the possi-
bility of direct stimulation of VEGFR2 by pGSN, which
may enhance brain endothelial cell migration. However,
it seems more likely that the known anti-inflammatory
effect of pGSN may indirectly influence the S1-medi-
ated inhibition of hCMEC/D3 migration, contributing
to the formation of the tight junction proteins that limit
increased monolayer permeability.

pPGSN reduces pro-inflammatory cytokine secretion caused
by SARS-CoV-2 S1 protein in the initial phase of cells
stimulation

Endothelial dysfunction during COVID-19 is in part
caused by a spike protein-induced cytokine storm that
involves a cascade release of pro-inflammatory media-
tors. We performed a magnetic bead-based assay to
assess whether plasma gelsolin can reduce S1-induced
cytokine secretion from the endothelial cells. Figure 5
represents IL-2, IL-6, IL-8, INF-y, TNF-a, and GM-CSF
secretion upon pGSN, S1, and S1+ pGSN stimulation
at 6 and 24 h. The addition of 250 pg/mL pGSN to the
hCMEC/D3 confluent monolayer did not lead to sig-
nificant changes in cytokine secretion after 6 and 24 h.
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72h 100
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Fig. 4 Plasma gelsolin improves migration of hCMEC/D3 upon SARS-CoV-2 Spike protein S1 subunit treatment in wound-healing assay. Images of
endothelial cells in a wound healing setting (Panel A), the yellow color indicates wound width, which is quantitatively shown in Panel B. Western
blot quantitative analysis of VEGRF2 expression in hCMEC/D3 cells after 24 h stimulation with pGSN, S1,and S1+ pGSN (Panel C). The data represent
the mean 4 SEM of four independent experiments (n=4). * and A indicate statistical significance at p <0.05 compared to CT (100%) and S1,
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The reductions with pGSN treatment compared to S1
alone are modest after 6 h for most cytokines except for
IL-8 and TNF-« as shown in Fig. 5. We did not observe
a relevant change in S1-induced secretion of IFN-y and
GM-CSF, while only a slight decrease was noted for
IL-6 upon addition of pGSN. At 6 h (Fig. 5A-F), simul-
taneous addition of 10 nM SARS-CoV-2 S1 and 250 pg/
mL pGSN increased by 0.53 fold IL-2 secretion com-
pared to S1 alone. Furthermore, a decrease of 10 nM
SARS-CoV-2 Sl-induced secretion was noted in IL-6
by 2.59 fold, IL-8 by nearly 25 fold, and TNF-a by 1.42
fold. After 24 h of stimulation (Fig. 5G-L), the addition
of gelsolin did not significantly alter cytokine secretion.
However, the decrease by 1.96 fold change for IL-8 is
worth noticing. Our cytokine secretion assessment
data indicate a protective, anti-inflammatory role of
plasma gelsolin against SARS-CoV-2 S1-exposed brain
endothelium. Plasma gelsolin is particularly effective
towards Sl-induced IL-8 and TNF-a secretion, both
cytokines with a potent ability to impair endothelial
permeability that has been widely associated with poor
clinical outcomes for patients with COVID-19 [56, 57].
The results are consistent with previous findings sug-
gesting a role for pGSN in regulating cerebral vascular
permeability [58].

Downregulation of tight junction-forming proteins caused

by SARS-CoV-2 S1 protein is inhibited by pGSN

The main role of the blood—brain barrier is to selectively
impede the passage of molecules into the central nerv-
ous system through intercellular bonds mainly formed by
tight junctions (TJs) and adherens junctions (AJs). These
restrictions on the transport across the blood—brain bar-
rier protect the CNS from harmful substances and main-
tain brain homeostasis. The main T] forming proteins
Z0O-1, occludin, and claudins are among the most confin-
ing sealing elements formed between brain endothelial
cells throughout the organism. In SARS-CoV-2 infection,
the endothelium is disrupted by the degradation of junc-
tional proteins that maintain vascular integrity. To test
whether pGSN might reverse that trend, T] and AJ pro-
tein expression was evaluated in hCMEC/D3 monolayer
upon exposure to 10 nM SARS-CoV-2 S1 for 24 h (Fig. 6).
Our findings support previous studies showing the effect
of spike proteins on the downregulation of TJs pro-
tein expression (Fig. 6A, B) [2, 55]. However, we did not
observe alterations in the expression of the AJ forming
proteins VE-Cadherin and P-catenin (data not shown),
which points to a certain selectivity of spike protein S1
subunit towards proteins involved in the formation of
tight junctions. 10 nM SARS-CoV-2 S1 subunit caused
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a decrease in expression of ZO-1 by 25%, occludin by
20%, and claudin 5 by 16%. In the case of SARS-Cov-2 S1
protein at 10 nM with concurrent addition of 250 ug/mL
pGSN, TJ protein expression did not differ compared to
the untreated control, an increase in expression relative
to S1 for ZO-1 by 26%, occludin by 31% and claudin 5 by
17% was observed. The results demonstrate that the pro-
teins forming tight junctions may serve as molecular tar-
gets for SARS-CoV-2 S1 in brain vasculature, and plasma
gelsolin may inhibit these proteins’ turnover. Moreover,
the action of S1 towards TJs appears to be specific due to
the lack of downregulation of AJ expression.

pGSN inhibits activation of NF-kB triggered by S1-protein
in endothelial cells

Gene expression studies were conducted to understand
the possible mechanism or signaling pathways targeted
by the SARS-CoV-2 S1 subunit that pGSN might tar-
get. 10 nM SARS-CoV-2 S1 protein and its combination
with 250 pg/mL pGSN were added to hCMEC/D3 cells
for 6 h in quadruplicates. All samples passed QC stand-
ards for gene expression and hybridization. Genes that
had at least 125% (£25%) change in expression and sta-
tistical significance at p<0.05 were selected. Changes
in gene expression are presented as Log, of Fold Change
(Log,FC). Our data strongly support previous reports
pointing to the PI3K/AKT/MAPK/NF-kB-dependent
activation of endothelial cells caused by the S1 subunit of
SARS-CoV-2 [40, 59, 60].

As shown in Fig. 7A, the simultaneous addition
of 250 pg/mL pGSN and 10 nM S1 protein reduced
expression of genes involved in PI3K signaling, namely
phosphatidylinositol-4,5-bisphosphate  3-kinase cata-
lytic subunit Alpha, Beta and Delta (PIK3CA, PIK3CB,
PIK3CD) by 1.13, 0.41 and 0.84 Log,FC, respectively.

Significant downregulation of gene expression was
recorded for the AKT family when pGSN was admin-
istered with S1. RAC alpha serine/threonine-protein
kinase 1, 2 and 3 (AKT1, AKT2, AKT3) were downregu-
lated by 0.53, 1.04 and 1.46 Log,FC, respectively. Note-
worthy, gene expression of all AKT family genes after
PGSN treatment did not differ significantly from basal
gene expression in an untreated condition.

Inhibition of genes involved in MAPK signaling was
also seen during the addition of pGSN. Mitogen-acti-
vated protein kinase 1 and 3 (MAPK1, MAPK3), as well
as mitogen-activated protein kinase 1 and 2 (MAP2K1
and MAP2K2), were downregulated by 1.16, 0.68, 1.18
and 0.56 Log,FC, respectively. From MAPK genes, only
MAP2K2 after addition of pGSN differed significantly
from gene expression in untreated conditions.

For genes of the NF-kB pathway, we noted a reduction
in the expression of inhibitor of nuclear factor kappa-B
kinase subunit alpha, beta, and gamma (CHUK, IKBKB,
and IKBKG) to the level of untreated control by 1.36,
0.88 and 1.39 Log,FC, respectively. Moreover, we noted
downregulation in mRNA expression of nuclear fac-
tor Kappa B Subunit 1 and 2 (NFKB1, NFKB2) by 1.09
and 0.91 Log,FC, respectively. Nuclear factor-kappa-B-
inhibitors alpha, beta, and epsilon (NFKBIA, NFKBIB,
and NFKBIE) were downregulated by 0.79, 0.81 and 0.91
Log,FC, respectively.

As a result of the pro-inflammatory response trig-
gered by NF-«B activation, we encountered upregulation
of intercellular adhesion molecule 1 (ICAM1), vascular
adhesion molecule 1 (VCAM1), and E-selectin (SELE),
that was suppressed by pGSN by 1.09, 0.48 and 0.58
Log,FC, respectively.

The cascade of PI3K/AKT/MAPK/NF-kB signaling
pathways is schematically presented in Fig. 7B. AKT
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resides in an inactive conformation in the cytosol until
interaction with phosphatidylinositol (3,4,5)-trisphos-
phate (PIP;) activates and translocates it to the plasma
membrane [61]. PI3K is necessary for AKT activation by
catalyzing the phosphorylation of the endogenous phos-
phatidylinositol 4,5-bisphosphate (PIP,) into PIP; [62]
Plasma gelsolin binds to PIP, which potentially inhibits
activation of the downstream AKT-dependent MAPK
and NF-kB pathways [44].

Our results strongly suggest a protective role of plasma
gelsolin towards the vascular endothelium through inhi-
bition of gene expression of signaling pathways involved
in the induction of inflammation, resulting in damage to
the brain endothelium and loss of its function as a vascu-
lar barrier in SARS-CoV-2 infection.

Discussion

Identifying the role of pGSN in the pathogenesis of
SARS-CoV-2 infection is motivated by reports that pGSN
depletion correlates with the severity of COVID-19 [41,
42]. Here, we have shown that pGSN protects brain
endothelial cells from loss of barrier function caused by
the SARS-CoV-2 Spike protein. Our study has two main

limitations. First, the use of the spike protein by itself
does not capture any potential effects that plasma gel-
solin may have in the complex interaction between the
virus and the cell surface. The second limitation is the 2D
and 3D models of the BBB that we explore to study BBB
functions. With its benefits in dissecting the function of
endothelial cells, we have to be aware that the physiologi-
cal BBB is more complex, and the endothelial cells are
accompanied by glial cells and pericytes, which are also
essential for the BBB functionality.

Our observations agree with several previous reports
indicating a direct effect of SARS-CoV-2 or its compo-
nents on the permeability of the endothelial cell mon-
olayer [2, 3, 5, 63, 64]. As would be expected, increased
release of pro-inflammatory cytokines and disrupted TJ
are the main causes of S1 protein-induced BBB leakage
[2, 5, 65]. Recently, one study proposed a protective effect
of pGSN on the expression of the tight junction protein
(ZO-1) in the epithelial cells of the choroidal plexus [66].
These results also bolster our findings by indicating that
PGSN can modulate tight junctions during inflammation.
Moreover, our study is the first work to date to investi-
gate the anti-inflammatory effects of human pGSN using
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a 3D microfluidic model of BBB, revealing that TJ struc-
ture and function negatively affected by the spike protein
may regain their physiological function upon pGSN addi-
tion. There is no available data regarding possible direct
interaction between pGSN and S1 protein. However, our
preliminary dot-blot analysis excluded such interaction
(data not shown), suggesting that the protective effect
on endothelial cells depends on the immunomodula-
tory properties of pGSN. Our results indicate that pGSN
exerts pleiotropic effects on the BBB and is associated
with several different cell signaling pathways. The com-
plex action of pGSN and interaction with molecular
mechanisms includes the wound-healing process associ-
ated with the ability of pGSN to accelerate cell migration
[67, 68], as well as anti-inflammatory and antioxidant
properties that may limit the exaggerated inflammatory
response of endothelial cells forming the blood-brain
barrier. Since the ability of the S1 protein to inhibit cell
migration was also reversed by pGSN, we suggest that
this property of pGSN was at least partly due to its abil-
ity to induce VEGFR2 expression. However, there is a
report indicating an increased expression of VEGFA, a
factor that promotes endothelial cell migration, in acute
lung injury caused by SARS-CoV-2 infection [69], which
is also consistent with our gene expression data. In view
of this report, it is not clear how the increased expres-
sion of VEGFR?2 is responsible for the observed protec-
tive effect of gelsolin on endothelial cells. We observed a
significant increase in the secretion of pro-inflammatory
cytokines characteristic of SARS-CoV-2 infection and
S-protein action [70]. These pro-inflammatory cytokines
(IL-6, TNF-a, INF-y) were reported to exert inhibitory
effects on endothelial cell proliferation and migration
in vitro [71-74]. Moreover, IL-6 also reduces the action
of VEGFa [75]. pGSN, when co-administered with S1,
caused a decrease in the secretion of pro-inflammatory
mediators, which might suggest that the pGSN, by its
immunomodulatory effect, indirectly limits the S1-medi-
ated inhibition of endothelial cell migration.

Induction and modulation of downstream SARS-
CoV-2 signaling in the presence of pGSN creates the
primary modulation of the innate and acquired immune
response, which in turn reduces the pro-inflammatory
response induced by S1. Among them are phospho-
inositide 3-kinase (PI3K), mitogen-activated protein
kinase (MAPK), protein kinase B (Akt), and nuclear
factor-kappa B (NF-kB), and mammalian target of rapa-
mycin (mTOR) [59, 60, 76-78]. In our study, pGSN,
when simultaneously administered with SARS-CoV-2
S1 protein, caused significant inhibition of the PI3K/
AKT downstream signaling, possibly through direct
binding with PIP2, a phospholipid crucial for AKT acti-
vation. Plasma gelsolin is recognized as a biomarker of
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inflammation that can inhibit inflammatory responses
by directly binding to products of bacterial origin, e.g.,
lipopolysaccharide and lipoteichoic acid [79-81]. To
date, our current finding is the only report demon-
strating an anti-inflammatory effect of plasma gelsolin,
unrelated to its ability to bind pro-inflammatory medi-
ators before their stimulation of a signaling pathways
such as these mediated by activation of TLRs.

Conclusions

pGSN significantly reduced the permeability of vessels
forming the blood-brain barrier in 2D and 3D mod-
els. By impeding NF-«kB-dependent signaling pathways,
pGSN decreased the secretion of early pro-inflammatory
cytokines (IL-6, L-8, TNF-a). In addition, pGSN pro-
moted hCMEC/D3 cell migration in a wound-healing
assay and inhibited the Sl-induced breakdown of tight
junction-forming proteins (ZO-1, Occludin, Claudin-5).
Therefore, we propose that the administration of recom-
binant plasma gelsolin could serve as a promising tool to
develop a new therapeutic strategy against SARS-CoV-
2-mediated inflammation, especially those associated with
BBB disruption. In conclusion, our results demonstrate
that pGSN protects the blood-brain barrier changes
occurring in response to SARS-CoV-2 Spike protein S1.
pGSN may provide novel insights and strategies for the
therapy of patients suffering from SARS-CoV-2 infection,
especially in subjects with neurological manifestations.

Abbreviations

PGSN: Plasma gelsolin; SARS-CoV-2: Severe acute respiratory syndrome coro-
navirus 2; BBB: Blood-brain barrier; COVID-19: Coronavirus disease; HCMEC:
Human cerebral microvascular endothelial cells; TEER: Trans-endothelial elec-
trical resistance; TJ and AJ: Tight and adhesive junctions; ACE2: Angiotensin
converting enzyme 2; PDMS: Polydimethylsiloxane.

Supplementary Information

The online version contains supplementary material available at https://doi.
0rg/10.1186/512974-022-02642-4.

Additional file 1: Table S1. List of primary antibodies used for immu-
nofluorescence studies and Western blotting experiments. Figure S1.
Thrombin [5U] and human albumin [10 nM] was used as a positive and
negative control, respectively, for Dextran-FITC permeability of the BBB.
The fluorescence intensity of Dextran-FITC was measured in the lower
chamber. The data represent the mean =+ SEM of four independent
experiments (N=4, two inserts per condition each time). * and A indicate
statistical significance at p < 0.05 compared to CT and S1, respectively by
one-way ANOVA and Tukey post hoc test. Figure S2. Western blot bands
(Panel A) and VE-cadherin and B-catenin expression fold change (Panel

B). The data represent the mean = SEM of four independent experiments
(N=4).* and A indicate statistical significance at p < 0.05 compared to CT
and S1, respectively by one-way ANOVA and Tukey post hoc test. Figure
S3. Log,FC of gene expression from Fig. 7A. Statistical significance at p <
0.05 was assessed by one-way ANOVA and Tukey post hoc test. Figure S4.
Raw images of Western blot.




Suprewicz et al. Journal of Neuroinflammation (2022) 19:282

Acknowledgements
Not applicable.

Author contributions

S, PAG, and RB conceptualized the project. +S, KAT, and EP performed the
experiments and analyzed the data. RB and PAG provided essential research
resources. +S and KF performed molecular biology experiments. £S5, PAJ, PAG,
and RB wrote the paper with input from all authors. RB, PAJ, and PAG super-
vised the study. All authors read and approved the final manuscript.

Funding

This work was supported by the National Science Center, Poland, under Prel-
udium bis 1 Grant UMO-2019/35/0/NZ6/02807 (to R.B.), the Polish National
Agency for Academic Exchange PPN/STA/2021/1/00003/U/00001 (scientific
internship at Rowan University, NJ, USA to +.5.) and the Medical University of
Bialystok SUB/1/DN/21/005/1122 (to £.S.).

Availability of data and materials
The datasets used and/or analyzed during this study are available from the
corresponding authors on reasonable request.

Declarations

Ethics approval and consent to participate
Not applicable.

Consent for publication
Not applicable.

Competing interests
The authors declare that there were no commercial or financial relationships
that could be construed as a potential conflict of interest.

Author details

'Department of Medical Microbiology and Nanobiomedical Engineering,
Medical University of Biatystok, Mickiewicza 2C, 15-222 Biatystok, Poland.
2Department of Biomedical Engineering, Rowan University, Glassboro, NJ
08028, USA. >Department of Physiology and Institute for Medicine and Engi-
neering, University of Pennsylvania, Philadelphia, PA 19104, USA.

Received: 13 June 2022 Accepted: 11 November 2022
Published online: 24 November 2022

References

1. Cascella M, Rajnik M, Aleem A, Dulebohn SC, Di Napoli R. Features, evalu-
ation, and treatment of coronavirus (COVID-19). Statpearls. 2022.

2. Buzhdygan TP, DeOre BJ, Baldwin-Leclair A, Bullock TA, McGary HM, Khan
JA, et al. The SARS-CoV-2 spike protein alters barrier function in 2D static
and 3D microfluidic in-vitro models of the human blood-brain barrier.
Neurobiol Dis. 2020;146: 105131.

3. Rhea EM, Logsdon AF, Hansen KM, Williams LM, Reed MJ, Baumann KK,
et al. The S1 protein of SARS-CoV-2 crosses the blood-brain barrier in
mice. Nat Neurosci. 2021;24(3):368-78.

4. Kim ES, Jeon M-T, Kim K-S, Lee S, Kim S, Kim D-G. Spike proteins of SARS-
CoV-2 induce pathological changes in molecular delivery and metabolic
function in the brain endothelial cells. Viruses. 2021;13(10).

5. DeOre BJ, Tran KA, Andrews AM, Ramirez SH, Galie PA. SARS-CoV-2 spike
protein disrupts blood-brain barrier integrity via RhoA activation. J Neu-
roimmune Pharmacol. 2021;16(4):722-8.

6. Raveendran A, Jayadevan R, Sashidharan S. Long COVID: an overview.
Diabetes Metab Syndr. 2021;15(3):869-75.

7. Aiyegbusi OL, Hughes SE, Turner G, Rivera SC, McMullan C, Chandan
JS, et al. Symptoms, complications and management of long COVID: a
review. J R Soc Med. 2021;114(9):428-42.

8. Borch L, Holm M, Knudsen M, Ellermann-Eriksen S, Hagstroem S. Long
COVID symptoms and duration in SARS-CoV-2 positive children—a
nationwide cohort study. European journal of pediatrics. 2022:1-11.

22.

23.

24.

25.

26.

27.

28.

29.

30.

Page 14 of 16

Hayes LD, Ingram J, Sculthorpe NF. More than 100 persistent symptoms
of SARS-CoV-2 (Long COVID): a scoping review. Frontiers in Medicine.
2021:2028.

Tabacof L, Tosto-Mancuso J, Wood J, Cortes M, Kontorovich A, McCarthy
D, et al. Post-acute COVID-19 syndrome negatively impacts health and
wellbeing despite less severe acute infection. MedRxiv. 2020.

. Huang, Pinto MD, Borelli JL, Mehrabadi MA, Abrihim H, Dutt N, et al.

COVID symptoms, symptom clusters, and predictors for becoming a long-
hauler: looking for clarity in the haze of the pandemic. MedRxiv. 2021.
Boscolo-Rizzo P, Borsetto D, Fabbris C, Spinato G, Frezza D, Menegaldo

A, et al. Evolution of altered sense of smell or taste in patients with

mildly symptomatic COVID-19. JAMA Otolaryngol Head Neck Surg.
2020;146(8):729-32.

Zubair AS, McAlpine LS, Gardin T, Farhadian S, Kuruvilla DE, Spudich S.
Neuropathogenesis and neurologic manifestations of the coronavi-
ruses in the age of coronavirus disease 2019: a review. JAMA Neurol.
2020,77(8):1018-27.

de Erausquin GA, Snyder H, Carrillo M, Hosseini AA, Brugha TS, Seshadri S.
The chronic neuropsychiatric sequelae of COVID-19: The need for a pro-
spective study of viral impact on brain functioning. Alzheimers Dement.
2021;17(6):1056-65.

Giacomelli A, Pezzati L, Conti F, Bernacchia D, Siano M, Oreni L, et al.
Self-reported olfactory and taste disorders in patients with severe acute
respiratory coronavirus 2 infection: a cross-sectional study. Clin Infect Dis.
2020;71(15):889-90.

Xiong W, Mu J, Guo J, Lu L, Liu D, Luo J, et al. New onset neurologic
events in people with COVID-19 in 3 regions in China. Neurology.
2020;95(11):e1479-87.

Ellul MA, Benjamin L, Singh B, Lant S, Michael BD, Easton A, et al. Neuro-
logical associations of COVID-19. Lancet Neurol. 2020;19(9):767-83.
Varatharaj A, Thomas N, Ellul MA, Davies NW, Pollak TA, Tenorio EL,

et al. Neurological and neuropsychiatric complications of COVID-

19in 153 patients: a UK-wide surveillance study. Lancet Psychiatry.
2020;7(10):875-82.

Meppiel E, Peiffer-Smadja N, Maury A, Bekri |, Delorme C, Desestret V,

et al. Neurologic manifestations associated with COVID-19: a multicentre
registry. Clin Microbiol Infect. 2021,27(3):458-66.

. Nannoni S, de Groot R, Bell S, Markus HS. Stroke in COVID-19: a systematic

review and meta-analysis. Int J Stroke. 2021;16(2):137-49.

. Merkler AE, Parikh NS, Mir S, Gupta A, Kamel H, Lin E, et al. Risk of ischemic

stroke in patients with coronavirus disease 2019 (COVID-19) vs patients
with influenza. JAMA Neurol. 2020;77(11):1366-72.

Radmanesh A, Derman A, Lui YW, Raz E, Loh JP, Hagiwara M, et al. COVID-
19-associated diffuse leukoencephalopathy and microhemorrhages.
Radiology. 2020;297(1):E223-7.

Cetiner M, Cakmakgi G, Bardakgl MA, Akdag G, Kabay SC. COVID-19 posi-
tive stroke patient with large vessel occlusion in the epidemic. Cureus.
2021;13(11).

Leasure AC, Khan YM, lyer R, Elkind MS, Sansing LH, Falcone GJ, et al.
Intracerebral hemorrhage in patients with COVID-19: an analysis from the
COVID-19 cardiovascular disease registry. Stroke. 2021,52(7):.e321-3.
Balcom EF, Nath A, Power C. Acute and chronic neurological disorders in
COVID-19: potential mechanisms of disease. Brain. 2021;144(12):3576-88.
Dixon L, McNamara C, Gaur P, Mallon D, Coughlan C, Tona F, et al. Cerebral
microhaemorrhage in COVID-19: a critical iliness related phenomenon?
Stroke Vasc Neurol. 2020;5(4): e000652.

Fitsiori A, Pugin D, Thieffry C, Lalive P, Vargas MI. Unusual microbleeds in
brain MRI of COVID-19 patients. J Neuroimaging. 2020.

Wang H, Li X, LiT, Zhang S, Wang L, Wu X, et al. The genetic sequence,
origin, and diagnosis of SARS-CoV-2. Eur J Clin Microbiol Infect Dis.
2020;39(9):1629-35.

Naqvi AAT, Fatima K, Mohammad T, Fatima U, Singh IK, Singh A, et al.
Insights into SARS-CoV-2 genome, structure, evolution, pathogenesis and
therapies: structural genomics approach. Biochim Biophys Acta (BBA) Mol
Basis Dis. 2020;1866(10): 165878.

Bourgonje AR, Abdulle AE, Timens W, Hillebrands JL, Navis GJ, Gordijn

SJ, et al. Angiotensin-converting enzyme 2 (ACE2), SARS-CoV-2 and

the pathophysiology of coronavirus disease 2019 (COVID-19). J Pathol.
2020;251(3):228-48.



Suprewicz et al. Journal of Neuroinflammation

31

32.

33

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44,

45,

46.

47.

48.

49.

50.

51.

52.

53.

54.

(2022) 19:282

Zhang H, Penninger JM, Li Y, Zhong N, Slutsky AS. Angiotensin-converting
enzyme 2 (ACE2) as a SARS-CoV-2 receptor: molecular mechanisms and
potential therapeutic target. Intensive Care Med. 2020;46(4):586-90.
Suprewicz t, Swoger M, Gupta S, Piktel E, Byfield FJ, Iwamoto DV, et al.
Extracellular vimentin as a target against SARS-CoV-2 host cell invasion.
Small. 2022;18(6):2105640.

Daly JL, Simonetti B, Klein K, Chen K-E, Williamson MK, Antén-Plagaro

C, et al. Neuropilin-1 is a host factor for SARS-CoV-2 infection. Science.
2020,370(6518):861-5.

Clausen TM, Sandoval DR, Spliid CB, Pihl J, Perrett HR, Painter CD, et al.
SARS-CoV-2 infection depends on cellular heparan sulfate and ACE2. Cell.
2020;183(4):1043-57. e15.

Tortorici MA, Walls AC, Lang Y, Wang C, Li Z, Koerhuis D, et al. Structural
basis for human coronavirus attachment to sialic acid receptors. Nat
Struct Mol Biol. 2019,26(6):481-9.

DeOre BJ, Partyka PP, Fan F, Galie PA. CD44 mediates shear stress mecha-
notransduction in an in vitro blood-brain barrier model through small
GTPases RhoA and Rac1. FASEB J. 2022:36(5): e22278.

Pepe A, Pietropaoli S, Vos M, Barba-Spaeth G, Zurzolo C. Tunneling
nanotubes provide a route for SARS-CoV-2 spreading. Sci Adv.
2022;8(29):eabo0171.

Shirato K, Kizaki T. SARS-CoV-2 spike protein S1 subunit induces pro-
inflammatory responses via toll-like receptor 4 signaling in murine and
human macrophages. Heliyon. 2021;7(2): e06187.

ZhaoY, Kuang M, Li J, Zhu L, Jia Z, Guo X, et al. SARS-CoV-2 spike protein
interacts with and activates TLR41. Cell Res. 2021;31(7):818-20.

Khan S, Shafiei MS, Longoria C, Schoggins JW, Savani RC, Zaki H. SARS-
CoV-2 spike protein induces inflammation via TLR2-dependent activation
of the NF-kB pathway. Elife. 2021;10.

Messner CB, Demichev V, Wendisch D, Michalick L, White M, Freiwald

A, et al. Ultra-high-throughput clinical proteomics reveals classifiers of
COVID-19 infection. Cell Syst. 2020;11(1):11-24 e4.

Overmyer KA, Shishkova E, Miller 1, Balnis J, Bernstein MN, Peters-Clarke
TM, et al. Large-scale multi-omic analysis of COVID-19 severity. Cell Syst.
2021;12(1):23-40. e7.

Peng X, Zhang X, Wang L, Zhu Q, Luo J, Wang W, et al. Gelsolin in
cerebrospinal fluid as a potential biomarker of epilepsy. Neurochem Res.
2011;36(12):2250-8.

Bucki R, Kutakowska A, Byfield FJ, Zendzian-Piotrowska M, Baranowski M,
Marzec M, et al. Plasma gelsolin modulates cellular response to sphingo-
sine 1-phosphate. Am J Physiol Cell Physiol. 2010;299(6):C1516-23.
Osborn TM, Verdrengh M, Stossel TP, Tarkowski A, Bokarewa M. Decreased
levels of the gelsolin plasma isoform in patients with rheumatoid arthritis.
Arthritis Res Ther. 2008;10(5):1-9.

Xu JF, Liu WG, Dong XQ, Yang SB, Fan J. Change in plasma gelsolin level
after traumatic brain injury. J Trauma Acute Care Surg. 2012;72(2):491-6.
Rithidech KN, Reungpatthanaphong P, Tungjai M, Jangiam W, Honikel

L, Whorton EB. Persistent depletion of plasma gelsolin (pGSN) after
exposure of mice to heavy silicon ions. Life Sci Space Res (Amst).
2018;17:83-90.

Dahl B, Schigdt FV, Ott P, Gvozdenovic R, Yin HL, Lee WM. Plasma gelsolin
is reduced in trauma patients. Shock. 1999;12(2):102-4.

Suhler E, Lin W, Yin HL, Lee WM. Decreased plasma gelsolin concentra-
tions in acute liver failure, myocardial infarction, septic shock, and myone-
crosis. Crit Care Med. 1997;25(4):594-8.

Mounzer KC, Moncure M, Smith YR, DiINUBILE MJ. Relationship of admis-
sion plasma gelsolin levels to clinical outcomes in patients after major
trauma. Am J Respir Crit Care Med. 1999;160(5):1673-81.

Catteeuw JV, DiNubile MJ. Recombinant human plasma gelsolin (rhu-
pGSN) in a patient hospitalized with critical COVID-19 pneumonia. Clin
Infect Pract. 2021;12: 100088.

DiNubile MJ, Parra S, Salomé AC, Levinson SL, editors. Adjunctive recom-
binant human plasma gelsolin for severe COVID-19 pneumonia. Open
Forum Infectious Diseases; 2022.

Galie PA, Nguyen DH, Choi CK, Cohen DM, Janmey PA, Chen CS. Fluid
shear stress threshold regulates angiogenic sprouting. Proc Natl Acad Sci
USA 2014;111(22):7968-73.

Partyka PP, Godsey GA, Galie JR, Kosciuk MC, Acharya NK, Nagele RG, et al.
Mechanical stress regulates transport in a compliant 3D model of the
blood-brain barrier. Biomaterials. 2017;115:30-9.

56.

57.

58.

59.

60.

62.

63.

64.

65.

66.

67.

68.

69.

70.

72.

73.

74.

75.

76.

77.

Page 15 of 16

. Raghavan S, Kenchappa DB, Leo MD. SARS-CoV-2 spike protein induces

degradation of junctional proteins that maintain endothelial barrier
integrity. Front Cardiovasc Med. 2021;8: 687783.

Tang Y, Liu J, Zhang D, Xu Z, Ji J, Wen C. Cytokine storm in COVID-19: the
current evidence and treatment strategies. Front Immunol. 2020;11:1708.
Hojyo S, Uchida M, Tanaka K, Hasebe R, Tanaka Y, Murakami M, et al. How
COVID-19 induces cytokine storm with high mortality. Inflamm Regen.
2020;40:37.

Le HT, Hirko AC, Thinschmidt JS, Grant M, Li Z, Peris J, et al. The protective
effects of plasma gelsolin on stroke outcome in rats. Exp Transl Stroke
Med. 2011;3(1):1-9.

Kircheis R, Haasbach E, Lueftenegger D, Heyken WT, Ocker M, Planz O.
NF-kB pathway as a potential target for treatment of critical stage COVID-
19 patients. Front Immunol. 2020;11: 598444.

Goel S, Saheb Sharif-Askari F, Saheb Sharif Askari N, Madkhana B, Alwaa
AM, Mahboub B, et al. SARS-CoV-2 switches ‘on” MAPK and NFkB signal-
ing via the reduction of nuclear DUSP1 and DUSP5 expression. Front
Pharmacol. 2021;12: 631879.

. Hemmings BA, Restuccia DF. PI3K-PKB/Akt pathway. Cold Spring Harb

Perspect Biol. 2012;4(9): a011189.

Salamon RS, Backer JM. Phosphatidylinositol-3,4,5-trisphosphate: tool of
choice for class | PI 3-kinases. BioEssays. 2013;35(7):602-11.

Reynolds J, Mahajan SD. SARS-COV2 alters blood brain barrier integ-

rity contributing to neuro-inflammation. J Neuroimmune Pharmacol.
2021;16(1):4-6.

Krasemann S, Haferkamp U, Pfefferle S, Woo MS, Heinrich F, Schweizer M,
et al. The blood-brain barrier is dysregulated in COVID-19 and serves as a
CNS entry route for SARS-CoV-2. Stem Cell Rep. 2022.

Corpetti C, Del Re A, Seguella L, Palenca |, Rurgo S, De Conno B, et al.
Cannabidiol inhibits SARS-Cov-2 spike (S) protein-induced cytotox-

icity and inflammation through a PPARy-dependent TLR4/NLRP3/
Caspase-1 signaling suppression in Caco-2 cell line. Phytother Res.
2021,35(12):6893-903.

International BR. Retracted: gelsolin restores a3-induced alterations in
choroid plexus epithelium. BioMed Res Int. 2021,2021.

Vaid B, Chopra BS, Raut S, Sagar A, Badmalia MD, Khatri N. Antioxidant
and wound healing property of gelsolin in 3T3-L1 cells. Oxid Med Cell
Longev. 2020;2020.

Wittmann J, Dieckow J, Schréder H, Hampel U, Garreis F, Jacobi C, et al.
Plasma gelsolin promotes re-epithelialization. Sci Rep. 2018;8(1):1-10.
Turkia M. COVID-19, vascular endothelial growth factor (VEGF) and iodide.
Vascular endothelial growth factor (VEGF) and iodide (June 3, 2020).
2020.

Saleki K, Banazadeh M, Miri NS, Azadmehr A. Triangle of cytokine storm,
central nervous system involvement, and viral infection in COVID-19: the
role of sFasL and neuropilin-1. Rev Neurosci. 2022;33(2):147-60.

. Frater-Schroder M, Risau W, Hallmann R, Gautschi P, Bohlen P. Tumor

necrosis factor type alpha, a potent inhibitor of endothelial cell growth
in vitro, is angiogenic in vivo. Proc Natl Acad Sci. 1987;84(15):5277-81.
Friesel R, Komoriya A, Maciag T. Inhibition of endothelial cell proliferation
by gamma-interferon. J Cell Biol. 1987;104(3):689-96.

Gerol M, Curry L, McCarroll L, Doctrow S, RayChaudhury A. Growth
regulation of cultured endothelial cells by inflammatory cytokines:
mitogenic, anti-proliferative and cytotoxic effects. Comp Biochem Physiol
C: Pharmacol Toxicol Endocrinol. 1998:120(3):397-404.

Wik JA, Phung D, Kolan S, Haraldsen G, Skalhegg BS, Hol FJ. Inflamma-
tory activation of endothelial cells increases glycolysis and oxygen
consumption despite inhibiting cell proliferation. FEBS Open Bio.
2021;11(6):1719-30.

Zegeye MM, Andersson B, Sirsjo A, Ljungberg LU. IL-6 trans-signaling
impairs sprouting angiogenesis by inhibiting migration, proliferation and
tube formation of human endothelial cells. Cells. 2020;9(6):1414.

Robles JP, Zamora M, Adan-Castro E, Siqueiros-Marquez L, de la Escalera
GM, Clapp C. The spike protein of SARS-CoV-2 induces endothelial
inflammation through integrin a531 and NF-kB signaling. J Biol Chem.
2022;298(3).

Fattahi S, Khalifehzadeh-Esfahani Z, Mohammad-Rezaei M, Mafi S,
Jafarinia M. PI3K/Akt/mTOR pathway: a potential target for anti-SARS-
CoV-2 therapy. Immunol Res. 2022:1-7.



Suprewicz et al. Journal of Neuroinflammation

78.

79.

80.

(2022) 19:282

Santamaria S. Targeting the PI3K/AKT pathway: a potential new weapon
in the global fight against SARS-CoV-2? Int J Biol Sci. 2021;17(11):2770.
Cheng Y, Hu X, Liu C, Chen M, Wang J, Wang M, et al. Gelsolin inhib-

its the inflammatory process induced by LPS. Cell Physiol Biochem.
2017;41(1):205-12.

Bucki R, Byfield FJ, Kulakowska A, McCormick ME, Drozdowski W, Namiot
Z, et al. Extracellular gelsolin binds lipoteichoic acid and modulates cel-

lular response to proinflammatory bacterial wall components. J Immunol.

2008;181(7):4936-44.

81. DiNubile MJ. Plasma gelsolin as a biomarker of inflammation. Cham:
Springer; 2008. p. 1-2.
Publisher’s Note

Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

Page 16 of 16

Ready to submit your research? Choose BMC and benefit from:

fast, convenient online submission

thorough peer review by experienced researchers in your field

rapid publication on acceptance

support for research data, including large and complex data types

gold Open Access which fosters wider collaboration and increased citations

maximum visibility for your research: over 100M website views per year

K BMC

At BMC, research is always in progress.

Learn more biomedcentral.com/submissions




