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ABSTRACT 

 The mechanism of catalytic C-H functionalization of alkanes by Fe-oxo complexes is often 

suggested to involve a hydrogen atom transfer (HAT) step with formation of a radical pair 

intermediate followed by diverging pathways for radical rebound, dissociation, or desaturation. 

Recently we showed that in some Fe-oxo reactions the radical pair is a nonstatistical type 

intermediate and dynamic effects control rebound versus dissociation pathway selectivity. However, 

the effect of solvent cage on the stability and lifetime of the radical pair intermediate has never been 

analyzed. Moreover, because of the extreme complexity of motion that occurs during dynamics 

trajectories the underlying physical origin of pathway selectivity has not yet been determined. For 

the reaction between [(TQA_Cl)FeIVO]+ and cyclohexane, here we report explicit solvent trajectories 

and machine learning analysis on transition-state sampled features (e.g. vibrational, velocity, and 

geometric) that identified the transferring hydrogen atom kinetic energy as the most important factor 

controlling rebound versus non-rebound dynamics trajectories, which provides an explanation for 

our previously proposed dynamic matching effect in fast rebound trajectories that bypass the radical 

pair intermediate. Manual control of reaction trajectories confirmed the importance of this feature 

and provides a mechanism to enhance or diminish selectivity for the rebound pathway. This led to a 

general catalyst design principle and proof-of-principle catalyst design that showcases how to control 

rebound versus dissociation reaction pathway selectivity. 
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INTRODUCTION 

 Catalytic C-H functionalization reactions mediated by high valent heme and non-heme Fe-oxo 

complexes are a large and important class of enzymatic and biomimetic reactions.1 The generally 

accepted mechanism for Fe-oxo mediated C-H functionalization involves an initial hydrogen atom 

transfer (HAT) reaction step leading to the formation of a radical pair intermediate consisting of 

Fe(OH) and hydrocarbon radicals (Figure 1). Following HAT a second reaction step occurs where the 

hydrocarbon radical rebounds back to the Fe(OH) to generate a hydroxylated product coordinated to 

Fe.1-3 For most Fe-oxo complexes the resulting radical pair intermediate can also undergo dissociation 

to radical fragments with solvent cage escape,4 or the Fe(OH) intermediate abstracts another 

hydrogen from the carbon fragment leading to the formation of an olefin and an Fe(OH2) species.5-7 

Typically, experimental and theoretical (density functional theory (DFT) and wave function) analyses 

assume that the radical pair intermediate is a statistical structure with a lifetime long enough to 

control the product chemoselectivity, regioselectivity, and stereoselectivity.8, 9 

 

 

Figure 1. Conceptual representation of an Fe-oxo mediated C-H functionalization potential energy 
landscape (black bold lines) with the radical pair intermediate serves as a branching point for 
rebound and dissociation pathways. The red arrow represents the dynamical rebound mechanism 
where trajectories bypass the intermediate structure through a dynamic matching effect. Green 
pathway represents the radical-pair intermediate forming pathway.  
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Long-lived radical-pair intermediate in some reactions is essential to explain the radical 

probe experiments of Groves,9, 10 and to explain some of the experimental and computational findings 

from Nam, Que, and Shaik.4, 11 While several other studies by Newcomb and others suggest that some 

of these radical-pairs may be very short lived (< 200fs).12-14 There are also literature precedents for 

the existence of radical-pair species of intermediate lifetimes (few picoseconds).15, 16 Recent direct 

dynamics studies from our group,17 and later by Houk,18 have established that the radical pair 

intermediates in some of these Fe-oxo C-H functionalization reactions are best described as 

nonstatistical and they do not undergo complete internal vibrational relaxation (IVR) before entering 

rebound or dissociation pathways.19, 20 Importantly, our simulations demonstrated that rebound 

trajectories are nearly concerted, although asynchronous. We also showed that there can be dynamic 

matching21, 22 that enables rebound trajectories to bypass the radical pair intermediate type structure 

and directly rebound (red arrow in Figure 1).17  

 While our trajectories revealed a nonstatistical radical pair intermediate and dynamic 

matching during rebound, the effect of a solvent cage on the dynamic trajectories and the physical 

origin of the fast rebound versus non-rebound selectivity remains unknown. Understanding the effect 

of a solvent cage is very important since the solvent could potentially impart a constraint to radical 

dissociation and/or stabilize the radical-pair intermediate resulting in a longer lifetime. Solvent 

might also impact the very fast, nearly concerted dynamical process in trajectories with dynamic 

matching. Also, the underlying physical features at the transition state that guide a trajectory to 

rebound versus a trajectory to dissociate is unknown. This fundamental physical insight is critical to 

unveil because it has the potential to directly propel the design of new catalysts with much higher 

rebound selectivity. Importantly, understanding and predicting the outcome of deterministic 

trajectories based on initial conditions is nontrivial due to highly complex multi-dimensional energy 

landscapes with forces at the transition state and forces along the descent to intermediates or 

products. Therefore, to this point our goal was to use machine learning to analyze transition-state 

features (vibrational, velocity, and geometric) to identify the origin of rebound versus non-rebound 

pathways and then use this origin information to provide catalyst principles that can enable the 

design of catalysts with enhanced radical rebound. 

 We examined the experimentally reported reaction between [(TQA_Cl)FeIVO]+ and 

cyclohexane in acetonitrile,23 which provides a key reaction that gives both rebound and dissociation 

pathways, experimentally and with direct dynamics trajectories. [(TQA_Cl)FeIVO]+ is a high spin, S=2, 

complex that one might expect to observe dominant radical escape over rebound. Experimentally 

reported product yield data showed minor hydroxylation (15%) and major halogenation (78%).  
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Furthermore, addition of O2 resulted in complete suppression of the halogenation products, RCl and 

RBr, indicating the cage escape of the radical species as the dominant product pathway. However, it is 

unknown how the minor oxygenation product is formed. It could arise either from the rebound within 

the solvent cage before radical escape or from the reencounter of fully escaped radicals. As will be 

shown, our explicit solvent direct dynamics trajectories resolve this matter and show that fast 

rebounds are an inherent property of the HAT transition state and can occur in a dynamically 

concerted asynchronous manner. Our direct dynamics trajectories combined with machine learning 

analysis also revealed that the kinetic energy of the transferring hydrogen atom during the HAT 

reaction step controls rebound versus dissociation selectivity. We also established a connection 

between kinetic energy of the HAT hydrogen and the dynamical matching effect that triggers the 

opening of rebound product pathway. Manual manipulation of the hydrogen atom kinetic energy of 

the reaction provides the ability to control trajectory rebound versus dissociation. We used this 

physical origin to propose a general guideline for catalyst design that can be used to enhance (or 

diminish) the rebound pathway. 

 

COMPUTATAIONAL DETAILS 

All structure optimizations were performed using UB3LYP-D3(BJ)/def2-SVP level of theory in 

Gaussian 16 software package.24-28 This method/basis set combination was shown to perform well 

for Fe-oxo spin state energies and barrier heights,29, 30 and this method performed well in ours and 

Houk’s trajectories to replicate the experimental chemoselectivity.17, 18 For fully optimized structures, 

solvation effects were incorporated using the CPCM solvation model for acetonitrile.31, 32 Frequency 

calculations and intrinsic reaction coordinate (IRC) analysis were used to confirm the transition-state 

structure connections.33 Variational transition state optimizations using Polyrate-17 and Gaussrate-

17B were used to determine the true nature of the optimized transition state structure.34, 35 Natural 

charge calculations were performed using the NBO package implemented in Gaussian 16.36  

Explicit solvent direct dynamics trajectory simulations were performed using our program 

Milo,37 which uses multilayer ONIOM(QM/MM) method implemented in Gaussian 16 for the 

calculation of forces and energies.38 UB3LYP(B3BJ)/def2-SVP level of theory was used to treat the 

solute (HAT transitions state) and custom OPLS force field for the solvents.39 Packmol software was 

used to pack 200 acetonitrile solvents around the HAT transition state in a spherical manner with 

33.0 A  diameter to maintain the solvent density.40 Solvent molecules were then classically sampled 

and NVT equilibrated for 18 picoseconds (ps) using the Berendsen thermostat at the experimental 
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temperature of 233.15 K (see Supporting Information (SI) for more details).41 Quasiclassical/classical 

(quasiclassical solute sampling/classical solvent sampling) direct dynamics trajectories were 

initialized from four different solvent configurations (12 ps, 14 ps, 16 ps, and 18 ps) using local mode 

and thermal sampling of the HAT transition state structure at the experimental temperature 

(233.15K), which includes zero-point energy. All NVE trajectories were then propagated with a 0.75 

fs time step. We also executed implicit solvent quasiclassical trajectory simulations that used a similar 

procedure, and were also performed using our program Milo42 that employed Gaussian 16 to calculate 

energies and forces at the UB3LYP-D3(BJ)/def2-SVP(cpcm=acetonitrile) level of theory.24-28, 31  

For the machine learning analysis, a well-balanced hand-picked dataset was prepared 

consisting of 50 rebound and 50 intermediate/dissociation trajectories. Machine learning analysis of 

the dynamical trajectories used the following general input features: kinetic energies of the HAT 

hydrogen, Fe-oxo catalyst, and cyclohexane radical species, vibrational mode quanta, vibrational 

mode velocities, and vibrational mode energies. Training and testing were performed for 25 different 

machine learning classification algorithms implemented in the Scikit-learn Python library.43 The 

accuracy of every model was determined by a 10-fold cross validation. Hyperparameter optimization 

of the best machine learning models were performed using the Optuna automated hyperparameter 

optimization software framework.44 The SHapley Additive exPlanations (SHAP) algorithm was used 

to analyze the machine learning model feature importances.45 Further machine learning analysis 

details can be found in the SI. 

 

RESULTS AND DISCUSSION 

Static Transition State 

The [(TQA_Cl)FeIVO]+ complex (Figure 2a, TQA = tris(quinolyl-2-methyl)amine) reported by 

Que is a synthetic mimic of a halogenase enzyme and provides a highly sensitive probe for the 

selectivity between radical pair rebound versus radical pair dissociation pathway products.23 In its 

reaction with cyclohexane, halogenation is the major product (~78%) and this is typically interpreted 

as resulting from a radical pair dissociation pathway followed by a second halogen atom abstraction 

step. Cyclohexane hydroxylation is the minor product (~15%) that could occur either through fast 

radical pair rebound or through reencounter of the escaped radicals. We chose to analyze this C-H 

functionalization reaction with direct dynamics trajectories and machine learning because it gives a 

mixture of dissociation and rebound products. Prior DFT calculations of the reaction between 
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[(TQA_Cl)FeIVO]+ and cyclohexane by Srnec showed that the HAT and post-HAT reactivity occurs 

exclusively through the quintet spin state, and the next lowest energy triplet spin state is as much as 

9 kcal/mol higher in energy (Figure S1b).30 Therefore, this reaction system is well suited for direct 

dynamics trajectories because dissociation and rebound pathways can be modeled using only the 

quintet spin state. 

The DFT optimized HAT transition state between [(TQA_Cl)FeIVO]+ and cyclohexane is shown 

in Figure 2b. For an Fe-oxo transition state, it has a moderately late (C-H = 1.24 A ) and tight (O-H = 

1.30 A ) structure. The nearly linear C-H-O angle (168.9°) indicates that the HAT process occurs 

through the 𝜎𝑧2
∗  orbital of the iron-oxo moiety in the quintet spin state (Figure S1c, the σ-pathway). 

Since the -pathway involves a triplet spin state, which is as much as 9 kcal/mol higher in energy, we 

have neglected spin crossover in the current trajectories. From the HAT transition-state structure, 

intrinsic reaction coordinate (IRC) calculations followed by geometry optimization identified the 

existence of an intermediate species on the potential-energy surface and is shown in Figure 2c. This 

static DFT optimized intermediate represents a radical-pair structure consisting of a fully formed 

Fe(OH) species (O-H = 0.99 A ) bound to the cyclohexane radical (C-H = 1.88 A ) though weak 

interaction (C···O = 2.87 A ). Previous analysis of this reaction with static DFT calculations showed a 

nearly barrierless process for radical pair dissociation and a barrier of about 1.4 kcal/mol for 

rebound (Figure S1b).30   

 

Figure 2. a) The [(TQA_Cl)FeIVO]+ complex. b) 3D rendering of the HAT transition state. c) The 
putative radical pair intermediate with key bond distances (A ) and angles (degree) calculated using 
UB3LYP-D3(BJ)/def2-SVP(cpcm, acetonitrile). 

 

 A small barrier for rebound and nearly barrierless dissociation could potentially explain the 

origin of the experimentally observed rebound (~15%) versus dissociation (~78%) selectivity. 

However, this statistical transition-state theory type of rationalization requires the existence of a 
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genuine radical-pair intermediate in the reaction mechanism. In some reactions, experiments point 

to radical pair intermediates with tens of picoseconds of lifetime, while in others there is no evidence 

for such a species. For example, hypersensitive radical probe/clock experiments of Newcomb on 

cyctochrome-P450 catalyzed hydroxylation reactions measured the lifetime of the putative radical 

pair intermediates in the range of 80 to 200 fs, which is too short a lifetime to be considered as a 

genuine, long-lived intermediate.12-14 A combined experimental and static DFT study by Sarkar on 

methylcubane hydroxylation by cytochrome P450 implied the possible existence of a fast rebound 

processes and dynamic effects dictating the lifetime of the radical pair intermediate.15 Based on a 

static transition-state reactive mode kinetic energy distribution model for synthetic heme and non-

heme Fe-oxo complexes, Srnec has suggested that the HAT initiated rebound versus dissociation 

corresponds to a nonequilibrium ballistic process.30 More recently our direct dynamics simulations,17 

and later trajectories by Houk,18 have established that most of the rebound reactions are dynamically 

concerted with HAT transition state motion, albeit with some nonsynchronous/lagging motion.  

All these studies have implied to various extents to the possibility that some of the radical 

pair intermediates can be nonstatistical with a lifetime that is too short for using standard 

assumptions of statistical rate theories, such as transition state theory (TST) or RRKM theory.46, 47 At 

such short time scales, the excess energy accumulated in the reactive ensemble may not have time for 

thermal equilibration, leading to the formation of activated hot intermediates.48 Thus, standard 

transition-state theory based models of competing reaction pathways with barrier height control 

likely does not provide physically correct modeling of pathway selectivity.49, 50 It is now well 

established that such nonstatistical behavior when an intermediate does not have a long enough 

lifetime for intramolecular vibrational energy redistribution (IVR), and this often results in non-IRC 

pathways.19, 20 Therefore, if the radical-pair intermediate is nonstatistical and short-lived, then direct 

dynamics trajectories can be used to model the reaction selectivity. 

 

Explicit Solvent Direct Dynamics Simulations 

To determine the dynamical origin of rebound versus dissociation selectivity, and to decipher 

the role of solvent on the radical-pair intermediate lifetime, we used direct dynamics trajectories to 

simulate the time resolved motion for the reaction between [(TQA_Cl)FeIVO]+ and cyclohexane 

surrounded by an explicit solvent cage. 200 acetonitrile molecules were packed around the HAT 

transition-state structure in the form of a spherical solvent shell of 33.0 Å diameter. The solvent was 

equilibrated around the frozen HAT transition state for 18 ps using a custom OPLS force field at the 
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experimental temperature of 233.15 K (see SI and Figure S4 for more details).  Shown in Figure 3a is 

the solvent equilibrated HAT transition state after 18 ps of simulation time. We then initialized 100 

vibrationally sampled dynamical trajectories from four different solvent configurations (12 ps, 14 ps, 

16 ps, and 18 ps) each consisting of 25 trajectories, which enabled well-balanced starting points for 

trajectories. Trajectory force and energy calculations were performed using the ONIOM (QM/MM) 

multilayer methodology, where [(TQA_Cl)FeIVO]+ and cyclohexane were treated at the unrestricted 

UB3LYP-D3(BJ)/def2-SVP level, and acetonitrile solvents were treated using the custom OPLS force 

field. All reactive trajectories were propagated on the quintet spin state surface. Our static DFT 

calculations and test trajectories propagated using a mixture of the two lowest spin states (triplet and 

quintet) showed the absence of any spin state crossover after hydrogen atom transfer (Figure S3). 

 

Figure 3. a) Solvent (200 acetonitrile) equilibrated (18 ps) HAT transition state for the reaction 
between [(TQA_Cl)FeIVO]+ and cyclohexane (a few solvent molecules are removed for visual clarity). 
b) Plot of cyclohexane C1 to Fe-oxo oxygen distance (A ) verses simulation time (fs) for the forward 
direction trajectories in the presence of explicit acetonitrile solvent molecules. Red and green lines 
denote rebound and solvent caged radical-pair intermediate type trajectories respectively. The yellow 
bar represents the C-O distance in the DFT optimized radical-pair intermediate structure. 

 

Out of 100 reactive trajectories, 10% of them recrossed and were not considered for the 

analysis. Figure 3b depicts the trajectory results where the cyclohexane C1 to Fe-oxo oxygen distance 

(in A ) is plotted versus simulation time (in femtoseconds (fs)). The initial hydrogen atom transfer 

from the C-H bond of cyclohexane to the Fe-oxo fragment occurred within less than 30 fs. After this 

short period of time, trajectories diverge into different product forming pathways. Red colored lines 

represent rebound trajectories, typified by shortening of the C1 to -OH distance, leading to the 
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formation of cyclohexanol. The remaining green colored lines represent the radical-pair intermediate 

type species encapsulated by the surrounding acetonitrile solvent molecules. These species represent 

the caged intermediates observed in several experimental studies, which likely take several ps to 

eventually undergo solvent cage escape (which is beyond the scope of the present study). 

Reencountering of such escaped radicals results in halogenated products. Based on our trajectory 

results, we anticipate 25% of the trajectories to rebound and 75% trajectories to eventually 

dissociate. This product distribution is in fair agreement with the experimental report by Que where 

minor product was rebound hydroxylation (~15%) and major halogenated product was shown to 

originate from dissociation (~78%).23  

Interestingly, our trajectories showed two types of rebound (red lines), one that occurs within 

a very short timescale (115.5 ± 30 fs, 57%), which is evidence for the potential existence of a nearly 

concerted, albeit nonsynchronous, rebound pathway,13, 51-53 and another that occurs through a 

dynamically stepwise fashion with a reasonably longer radical-pair intermediate lifetime 

(~508.5±120 fs, 43%). This finding of both concerted and stepwise rebound processes is reminiscent 

of Goldberg’s kinetic measurements of a corrole ligated Fe(OH) complex.54 Our lifetime 

measurements are also in agreement with the dynamics simulations of cytochrome P450 enzyme 

models18, 55, 56 and simulation of the radical oxygen rebound during oxidation of isobutane by 

dimethyldioxirane.57 

The yellow bar in Figure 3b represents the DFT optimized radical-pair intermediate structure 

(C-O = 2.9 Å). A close examination of the trajectories showed that the late stepwise rebounds originate 

from the cage effect of the solvent, where radical-pair intermediates generated from the HAT 

transition state are shuttled back into the rebound pathway by the surrounding solvent. However, it 

is intriguing to note that the first type of ultrafast rebound trajectories never reached this radical-pair 

intermediate structure and occurs in a concerted, yet asynchronous, manner.17 These trajectories 

essentially skipped the radical-pair intermediate type structure en route to the rebound product. Also 

very interesting, the solvent cage seems to have no significant influence on this type of rebound 

because it occurs at such a short time scale. This suggests that the first set of rebound trajectories is 

an inherent property of the HAT transition state and minimally influenced by solvent. As such, 

rebound should occur even in the gas phase trajectories.17, 18 Taken together, these findings confirm 

the dynamical nature of the rebound processes and are consistent with the observations of  Srnec,30 

Soler,48 and Sarkar15 that post-HAT rebound is indeed a dynamically controlled nonsynchronous 
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concerted process, and HAT transition state and the post-HAT reactivity are dynamically coupled.17, 

30  

 

Figure 4. Snapshots of a typical rebound and caged radical-pair intermediate trajectory starting from 
acetonitrile solvated HAT transition state.  

The dynamic coupling between HAT transition state and the rebound product pathway can 

be rationalized based on the concept of dynamic matching, originally proposed by Carpenter21, 22 and 

popularized by Houk, Singleton, Doubleday, Hase, Tantillo, and others.58-60 Dynamic matching implies 

a geometrical and dynamical correlation between entry of reactants into the transition state zone and 

their post-transition state exit.61 Figure 4 depicts the evolution of a typical rebound and solvent caged 

radical-pair intermediate trajectory starting at the HAT transition state structure. After passing the 

HAT process, both trajectories evolve into a putative radical-pair type structure for a brief time. For 

the rebound trajectories, the hydroxyl group rotates along the Fe-oxo axis away from the cyclohexane 

radical to generate a direct carbon–oxygen contact before entering the rebound pathway, whereas for 

the intermediate type trajectories, the radical-pair undergoes steady elongation of the carbon to 

oxygen distance. This shows hydroxyl rotation is the preceding event leading to the rebound product 

channel whereas for the intermediate trajectories C-O bond elongation is the initial step, which is 

followed by hydroxyl rotation. Even when the hydroxyl group achieves the proper orientation for 

radical recombination at a later stage, rebound does not occur due to longer C-O distance which 

eventually leads to cage escape of the radical fragments. As such, hydroxyl group rotation is the 
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hallmark of rebound trajectories and energy transfer into the hydroxyl group rotational mode after 

HAT transition state is the key for dynamic matching. However, the underlying physical/chemical 

origin of this dynamic matching effect is unknown. Identifying from trajectory calculations the 

controlling physical feature of rebound versus dissociation selectivity is complex because each 

trajectory has a very complex set of initial conditions derived from sampling vibrational modes, and 

motion after the transition state involves decent along a highly complex multi-dimensional energy 

landscape. This prompted us to use machine learning to decode the complex set of transition-state 

conditions to identify the origin of dynamic reaction selectivity. 

 

Machine Learning Analysis of Trajectories  

Because fast rebound is an inherent pathway that occurs from the HAT transition state and 

there is minimal influence from explicit interactions with solvent, we decided to use implicit solvent 

trajectory data for our machine learning analysis. This was an important decision because implicit 

solvent trajectories are significantly computationally less expensive and for machine learning there 

is the need to have a large dataset of trajectories. In order to generate enough data for machine 

learning, we performed 500 quasiclassical direct dynamics trajectories using unrestricted UB3LYP-

D3(BJ)/def2-SVP level of theory in implicit solvation model for acetonitrile. All the reactive 

trajectories were propagated on the quintet spin state surface. Out of 500 reactive trajectories, 13% 

of them recrossed and were not considered in our later machine learning classification analysis.  

Figure 5 depicts the result of our trajectories, where the cyclohexane C1 to Fe-oxo oxygen 

distance (in A ) is plotted versus simulation time (in fs). After the initial hydrogen atom transfer from 

the C-H bond of cyclohexane to the Fe-oxo fragment (~30 fs), trajectories diverge into different 

product forming pathways. Red colored lines represent rebound trajectories, typified by shortening 

of the C1 to -OH distance, leading to the formation of cyclohexanol. The remaining trajectories were 

classified as dissociation (gray) or radical-pair intermediate (green) based on their relative C1 to -OH 

distance after 500 fs of trajectory time. Considering the DFT optimized transition state C1 to -OH 

distance of 2.54 A , any trajectory with C1–OH distance greater than 4.0 A  was considered as 

dissociation and all others were classified as radical-pair intermediate type. Our trajectories resulted 

in 13% ultrafast rebound and 87% radical-pair intermediate/dissociation types. Out of this 87%, a 

fraction of them could be pushed to rebound if solvent cage was present. In line with our explicit 

solvent simulations, these implicit solvent trajectories also retained the ultrafast nature of the 
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rebound. It is clear from these simulations that in the absence of an explicit solvent cage, dissociation 

trajectories quickly escape the radical-pair intermediate region of the potential energy surface. 

 

Figure 5. Plot of cyclohexane C1 to Fe-oxo oxygen distance (A ) versus simulation time (fs) for the 
forward direction trajectories. Red, green, and gray colored lines respectively denote classification as 
rebound, radical-pair intermediate, and dissociation trajectories. Trajectory calculations were 
performed using UB3LYP-D3(BJ)/def2-SVP(cpcm=acetonitrile). 

  

 In our trajectories we used velocity-only sampling of the transition state, which we have 

previously shown to yield nearly identical results to sampling both velocities and geometries.62 

Within each trajectory there is zero-point vibrational energy, thermally excited vibrational energy, 

and directionality of each vibrational mode. Correlating the very subtle differences in each trajectory 

to the product outcome is extremely complex. To tackle this problem, we used machine learning 

classification models63 capable of learning and differentiating which HAT trajectory features correlate 

with rebound versus non-rebound product forming pathways. Out of our 500 reactive trajectories, 

there were only 53 well-characterized rebound trajectories. Thus, in order to generate a well-

balanced dataset of rebound versus non-rebound types, we manually analyzed each trajectory and 

handpicked 50 rebound and 50 non-rebound consisting of 25 intermediate and 25 dissociation 

trajectories. Throughout the following discussion non-rebound refers to intermediate/dissociation 

type trajectories. A schematic representation of our machine learning workflow is depicted in Figure 

6. From the selected 100 trajectories, we extracted key features such as kinetic energies of the Fe-oxo 

species, cyclohexane radical fragment, and the hydrogen atom participating in the HAT process, as 
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well as the vibrational mode quanta, velocities, and energies for the first 30 vibrations. Similar to our 

previous approaches, we used the Scikit-Learn Python library to train and test different classification 

algorithms with a 10-fold cross validation to determine the accuracy of the model,62, 64, 65 followed by 

feature importance analysis using the SHapley Additive exPlanations (SHAP) algorithm.45 

 

 

Figure 6. A schematic representation of our machine learning classification workflow. 50 rebound 
and 50 non-rebound trajectories with features including kinetic energy of the fragments, vibrational 
quanta, mode energies, and mode velocities were used as the basis of supervised classification 
machine learning analysis with feature importance extracted from SHAP analysis.  

  

Supervised machine learning algorithms were used to analyze labeled trajectory data 

(rebound versus non-rebound) for training and testing on unlabeled testing data. We examined the 

performance of 25 supervised machine learning classification algorithms available in Scikit-Learn, 

which include linear models, ensemble models, tree-based models, support vector machines, nearest 

neighbors, calibration based, and discriminant analysis based.43 A complete list of selected models 

and their mean accuracy can be found in the SI and Figure S5. It is interesting to note that 

classification models with baseline accuracy close to or more than 70% belong to ensemble, linear, 

or boost models (Figure S5). We then selected the best performing models with more than 75% 

accuracy (RandomForestClassifier, GradientBoostingClassifier, CatBoostClassifier, XGBoostClassifier, 

LightGBMClassifier) for hyperparameter optimization (see SI for details). Figure 7 shows the 

hyperparameter optimized five best performing models for rebound versus non-rebound 

classification problem. LGBMClassifier turned out to be our best performing model with classification 

accuracy of 81%. This is very solid accuracy given the difficulty of classifying trajectories that have 

only small differences in features (large feature space overlap) and fundamentally semi-chaotic 

nature of trajectories during propagation.62, 64 Importantly, this accuracy is high enough to allow 

interrogation of the models for feature importance. 
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Figure 7. A plot of rebound versus non-rebound classification accuracy for the five best performing 
supervised machine learning models. RF Cls = RandomForestClassifier, GradBoost Cls = 
GradientBoostingClassifier, CatBoost Cls = CatBoostClassifier, XGB Cls = XGBoostClassifier, LGBM Cls 
= LightGBMClassifier.   

 

We then extracted the most important features that influence the predictions made by the 

optimized LGBMClassifier model using the SHAP algorithm,45 which gives information about the 

contribution of each feature value to the impact on the model output. The SHAP analysis shown in 

Figure 8a plots the 10 most important features on the y-axis in the order of their importance to the 

model output (rebound versus non-rebound) plotted in the x-axis. Red/blue color indicates high/low 

magnitude of the feature value (see Figure S6 for SHAP plots of other models). It is evident from 

Figure 8a that kinetic energy of the hydrogen atom participating in the HAT process (labeled as KE_H) 

is the most important feature. A larger magnitude of KE_H (red) prefers to rebound and a lower 

magnitude of KE_H (blue) prefers dissociation as the major outcome. This finding is bolstered by 

Figure 8b where KE_H value is plotted against rebound and non-rebound outcomes obtained from 

our dynamic trajectories. It is also interesting to note that other features, such as vibrational mode 

quanta and mode velocities, also play a role in dictating the trajectory outcome, although their impact 

on the model output is relatively low (Figure 8a). 
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Figure 8. a) Feature importance plot from SHAP analysis showing that kinetic energy of the HAT 
hydrogen atom (KE_H) is the most important feature that differentiates rebound versus non-rebound 
trajectories. Higher feature values are in red and lower feature values are in blue. b) Box plot of kinetic 
energy of the HAT hydrogen (in kcal/mol) for non-rebound and rebound trajectories.  

  

We then decomposed the KE_H feature into contributions from all the 231 individual normal 

modes of the HAT transition state (Figure S7). Kinetic energy contribution from the imaginary mode 

(normal mode 1) was found to be the most important contributor to KE_H value, along with a few 

other higher modes (modes 101, 114, 123, 132, 136, 139, and 147). This suggests that the kinetic 

energy contribution from the reaction coordinate motion has the potential to control the trajectory 

outcomes. To test this hypothesis, we selected a well-defined dissociation trajectory and then 

manually altered the imaginary vibrational mode energy to add from 0.75 kcal/mol to 6.6 kcal/mol 

of additional energy (the original imaginary mode energy was 0.23 kcal/mol), which was done by 

controlling the quanta value at 2 cm-1. See the SI for details about how our Milo program treats 

sampling of the imaginary vibrational mode and how to control it. Importantly, most of the added 

energy is translated into kinetic energy of the HAT hydrogen atom (Figure S8). As illustrated in Figure 

9a, lower quanta (300–700) maintained the dissociation outcome (gray lines), but as the quanta 

number crossed 800 units (>3.0 kcal/mol) the trajectory with an inherent preference for dissociation 

started to rebound (colored lines). It is interesting to note that as the magnitude of quanta increased 

from 800 to 1500 the time required for rebound decreased from ~135 fs to ~95 fs. This observation 

agrees with our conclusions from the machine learning analysis where higher magnitudes of the KE_H 

feature leads to earlier rebound. With the discovery that the transferring hydrogen kinetic energy 
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feature is important we wondered how this energy fundamentally determines the outcome of most 

trajectories. 

Figure 9b illustrates the dynamic matching concept that we previously described for this 

reaction (cf. Figure 4), where gray lines indicate non-rebound and colored lines indicate rebound 

trajectories as a function of C-O-H angle and C-O bond distance. Non-rebound trajectories showed an 

elongation in the C–O bond distance as the primary event whereas rebound trajectories showed C-O-

H angle change (hydroxyl rotation) along the Fe-oxo axis followed by radical recombination 

(shortening of C-O distance). This indicates that the hydroxyl rotation motion is the key entry gate to 

the rebound pathway. Figure 8c plots the kinetic energy of the Fe-oxo oxygen atom for the first 140 fs 

of trajectory time, which shows nearly no change in the oxygen kinetic energy for the non-rebound 

trajectories (gray lines), whereas excess kinetic energy builds up in rebound trajectories (colored 

lines). It is interesting to note that for rebound trajectories the oxygen atom starts to accumulate 

kinetic energy very early just after the HAT process (40–60 fs), which means collision between oxygen 

and HAT hydrogen (with excess kinetic energy) transfers a part its energy to the oxygen to initiate 

the hydroxyl rotation. Thus, excess energy on the HAT hydrogen is the root cause of Fe(OH) bond 

rotation, and hence the origin of dynamic matching that opens up the rebound product pathway.  
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Figure 9. a) Plot of cyclohexane C1 to Fe-oxo oxygen distance (A ) verses simulation time (fs) 
illustrating the effect of imaginary mode quanta (300–1500) on the outcome of a typical dissociation 
trajectory. b) Plot illustrating the dynamical matching concept where the C-O-H angle (angle formed 
between the cyclohexane radical carbon and the newly formed O-H bond) is plotted versus the C---O 
bond distance (in A ). c) Evolution of kinetic energy of the Fe-oxo oxygen (in kcal/mol) as a function 
of simulation time. Gray lines represent non-rebound and colored lines (based on quantum number) 
represent rebound trajectories.  
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Design Principles 

Although KE_H is the most important feature in our machine learning models, experimental 

modulation of its magnitude to control the outcome of the HAT process is not obvious. Therefore, to 

enable catalyst design principles based on this fundamental physical feature, we decided to 

determine how the Fe-oxo catalyst can be chemically modified to alter this transition state feature 

and therefore control the post-HAT reaction selectivity.  

We speculated that one strategy to increase the transferring hydrogen kinetic energy is to 

make the post HAT reactive surface more exothermic. The Bell-Evans-Polanyi principle66, 67 and 

Hammond’s postulate68 provides a straightforward framework to envision this change by inducing 

an earlier and looser transition state (short C-H and long O···H bond distances) that could provide a 

more exothermic reactive surface16 with more rebound compared to a later and tighter transition 

state with less rebound. Generally, early HAT transition states are typified by wider potential energy 

surface and lower magnitudes of imaginary frequency.69 Which in turn indicates lower magnitudes of 

the imaginary mode force constant. The imaginary vibrational mode of the HAT transition state 

consists of the motions of the O···H···C moiety, where H is positively charged, and O and C are 

negatively charged. Shaik69 previously established that a simple relationship for the force constant 

can be derived by considering the electrostatic potential (V) across the Oδ- ···Hδ+ ···Cδ- moiety as shown 

in eq. 1. Here, QO, QH, and QC are charges, and RO-H, RC-H, and RC-O correspond to O-H, C-H, and C-O 

distances in the HAT transition state structure. The second derivative of V (eq. 2), with respect to the 

movement of the O, H, C atoms, will result in the force constant of the Oδ- ···Hδ+ ···Cδ- interaction. See 

reference 69 for more details of this derivation.  

𝑉 = −
|𝑄𝑂| ∗  |𝑄𝐻|

𝑅𝑂−𝐻
 −  

|𝑄𝐶| ∗  |𝑄𝐻|

𝑅𝐶−𝐻
 +  

|𝑄𝑂| ∗  |𝑄𝐶|

𝑅𝐶−𝑂
              (1) 

𝑑2𝑉

𝑑𝑅2 ≈ 𝑘 = −
1

2

|𝑄𝑂| ∗  |𝑄𝐻|

𝑅𝑂−𝐻
3 −

1

2

|𝑄𝐶| ∗  |𝑄𝐻|

𝑅𝐶−𝐻
3                              (2) 

Equation 2 provides a straightforward way to control the force constant of the imaginary 

mode, and thereby the nature of the post-HAT potential energy surface.  Thus, we reasoned that for a 

fixed substrate, such as cyclohexane (QC and QH are assumed to be constant), any modification in the 

iron-oxo catalyst that results in lowering the negative charge on the oxygen (more electrophilic) may 

lead to lower imaginary mode force constant, and thereby an earlier transition state, which in turn 

should result in more rebound. The opposite condition would result in more dissociation. This 
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reasoning is in agreement with the kinetic energy density (KED) analysis of Srnec et al., who showed 

HAT transition state with lower imaginary mode frequency may result in rebound product channel.30 

As such, judicial functionalization of the Fe-oxo complex to alter the electrostatics interaction at the 

Oδ- ···Hδ+ ···Cδ- reaction coordinate motion could potentially control rebound versus dissociation 

selectivity. 

As proof of principle, we considered the [(TQA_Cl)FeIVO]+ complex with hypothetical methoxy 

substituents (Figure 10a) and hypothetical cyano substituents (Figure 10b) on the TAQ ligand core. 

The methoxy functionalization makes the Fe-oxo oxygen more negatively charged (QO = -0.70 au) and 

cyano functionalization makes it less negatively charged (QO = -0.60 au) compared to the parent non-

functionalized complex (QO = -0.68 au). As evident from Figure 10, methoxy functionalization made 

the transition state O···H···C interaction later (C-H = 1.25 A ) and tighter (C···O = 2.54 A ) whereas the 

cyano functionalization resulted in an earlier (C-H = 1.20 A ) and looser (C···O = 2.61 A ) structure. The 

methoxy functionalized complex possesses a substantially higher imaginary frequency (-1073.8 cm-

1) as compared to that of cyano- functionalized complex (-713.5 cm-1). All these features make the 

methoxy complex less exothermic and cyano complex more exothermic as evident from the IRC plot 

in Figure 10. This suggests non-rebound for methoxy-substituted reaction and rebound for the cyano-

substituted reaction as the major product channel. Indeed, our trajectories substantiated this logic 

and prediction, which are illustrated at the right end of Figure 10. Methoxy functionalization yielded 

only 8% of rebound products whereas cyano functionalization increased rebound to 42% compared 

to the 13% in the original non-functionalized [(TQA_Cl)FeIVO]+ complex. Overall, this indicates that 

simple chemical alternation generating an earlier transition-state structure will result in more 

rebound.  
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Figure 10. Effect of TQA ligand functionalization on the rebound versus non-rebound dynamic 
pathway selectivity. a) Optimized HAT transition-state structure of the methoxy functionalized 
[(TQA_Cl)FeIVO]+ complex, its IRC pathway, and the corresponding quasiclassical direct dynamics 
trajectory results. b) Optimized HAT transition-state structure of cyano functionalized 
[(TQA_Cl)FeIVO]+ complex, its IRC pathway, and the corresponding quasiclassical direct dynamics 
trajecotry results. 
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A reexamination of the transition state features of an experimentally known exclusive 

hydroxylation catalyst, [(PyNMe3)FeVO(OAc)]2+,70 exhibited an even earlier (C-H = 1.18 A ) and looser 

(C···O = 2.65 A ) transition state compared to the cyano functionalized [(TQA_Cl)FeIVO]+ complex 

(Figure S9a). Moreover, a much lower magnitude of the imaginary frequency (-674.90 cm-1) further 

confirms that this complex would show higher preference for rebound product. In line with this, our 

calculations confirmed that 92% of the trajectories resulted in the rebound product (Figure S9b). 

This observation buttresses our argument that an Fe-oxo complex possessing an early HAT transition 

state with shallow and wide HAT potential energy landscape having a more electrophilic oxygen may 

be an ideal candidate for an efficient rebound catalyst.16, 71 Furthermore, Fe-oxo complexes with non-

rebound preference have a narrow energy surface that are likely to exhibit higher tunneling effect 

and large experimentally measured kinetic isotope effect (KIE) values, corroborating with 

experimentally reported KIE data collected by Srnec et al.30 

 

CONCLUSION 

 Explicit solvent (200 acetonitrile) direct dynamics trajectories were executed for the HAT 

reaction between [(TQA_Cl)FeIVO]+ and cyclohexane, and the ratio of rebound versus dissociation 

trajectories were consistent with experiment. These trajectories established the concerted, yet 

asynchronous, nature of the rebound process, and the potential existence of caged radical-pair 

intermediates in the post-HAT reactive surface of Fe-oxo complexes. 500 implicit solvent 

quasiclassical trajectories provided a dataset for an in-depth machine learning analysis of the 

transition-state physical/chemical factors that control rebound versus dissociation selectivity. This 

analysis revealed that the transferring hydrogen atom kinetic energy is the most important factor 

controlling selectivity, with a larger kinetic energy favoring rebound. This provides an explanation 

for our previously proposed dynamic matching effect in fast rebound trajectories that bypass the 

radical pair intermediate. We confirmed this physical origin by manually controlling the transferring 

hydrogen atom kinetic energy by modulating the reaction coordinate energy.  This led to the general 

idea that catalysts can be tuned to increase radical pair rebound if the transition state has an earlier 

and looser geometry and corresponds to a more exothermic reaction profile. 
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SUPPORTING INFORMATION 

Computational methods, free energy profiles, electron-shift diagram, variational transition states, 

mixed spin trajectory calculations, details of explicit solvent trajectories, details of machine learning 

analysis, decomposition of the KE_H feature, dynamical trajectories of [(PyNMe3)FeVO(OAc)]2+ 

complex, and xyz coordinates. 
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