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Abstract
1. Improved estimation of climate niches is critical, given climate change. Plant ad-
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yet traits are rarely used to inform the estimation of species climate niches, and
the power of a trait-based approach has been controversial, given the many eco-
logical factors and methodological issues that may result in decoupling of species'
traits from their native climate.

. For 107 species across six ecosystems of California, we tested the hypothesis that
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mechanistic leaf and wood traits can robustly predict the mean of diverse species'
climate distributions, when combining methodological improvements from previ-

ous studies, including standard trait measurements and sampling plants growing

together at few sites. Further, we introduce an approach to quantify species' trait-
climate mismatch.

3. We demonstrate a strong power to predict species mean climate from traits.
As hypothesized, the prediction of species mean climate is stronger (and mis-
match lower) when traits are sampled for individuals closer to species' mean
climates.

4. Improved resolution of species' climate niches based on mechanistic traits can im-
portantly inform conservation of vulnerable species under the threat of climatic

shifts in upcoming decades.
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1 | INTRODUCTION

Knowledge of plant climatic preferences (i.e. optimal conditions for
establishment, persistence and growth) is critical for species selection
for cultivation, for plant conservation and for predicting and mitigat-
ing global change impacts (Forestry Commission, 2020; Lancaster &
Humphreys, 2020; Peters et al., 2020). The value of new approaches
to improve the estimation of climate niches is shown by the use of
genomic data to estimate climate preferences of tree ecotypes or
crop varieties (Barney & DiTomaso, 2011; Browne et al., 2019; Sang
et al., 2022). However, while functional trait-based approaches have
gained strong currency in ecology (McGill et al., 2006), to our knowl-
edge, efforts to estimate species' climatic preferences have not in-
cluded traits, neglecting a potentially critical source of information
of species' adaptation to the environment (Pearson & Dawson, 2003;
Thuiller et al., 2004; Woodward & Williams, 1987).

Yet, a rich literature dating back to Ancient Greece (Hort, 1948)
describes how numerous phenotypic traits related to growth, re-
production and survival (Adler et al., 2014; Lavorel & Garnier, 2002;
Poorter et al., 2008; Violle et al., 2007) may influence plant distribu-
tions across environmental conditions (Albert, Thuiller, Yoccoz, Dou-
zet, et al., 2010) and habitat types (Grubb, 1998; Reich et al., 2003;
Schimper, 1898; Shipley et al., 2017). Decades of theory has held
that plants would optimize their traits to climate (Ackerly, 2003;
Enquist et al., 2015). The association of traits with species' climate
distributions is due to bidirectional causality (Figure 1a): a species'
traits would depend on the climate under which it adapts and its
community assembles, and, conversely, the climate into which a spe-
cies can recruit and regenerate will depend on its traits (Fletcher
et al., 2018). Further, over very large spatiotemporal scales, plant
traits can influence local and regional climate (Anderegg et al., 2019;
Boyce et al., 2009).

However, the generality and strength of trait associations with

climatic distributions across diverse species has been controversial

(reviewed by Anderegg, 2023). On one hand, studies have reported
cases in which traits were strongly adapted to climate and soil, both
for small sets of closely related species within lineages (4-12 spe-
cies; Cochrane et al., 2016; Fletcher et al., 2018; Ramirez-Valiente
et al., 2020), and for the average trait values of communities across
climatic gradients (Jager et al., 2015; Kichenin et al., 2013). These
trends have been often applied in paleoecological studies aiming to
retrodict past climates from community averages of fossil leaf traits
(Greenwood, 2007; Peppe et al., 2011; Wolfe, 1978; Yang, Spicer,
et al., 2015). On the other hand, relationships across diverse species
of traits with climate variables have often been weak and/or highly
variable (Costa-Saura et al., 2016; Ordonez et al.,, 2009; Wright
et al., 2005). For example, depending on the species set, the rela-
tionship of leaf nitrogen concentration with mean annual precipita-
tion has been weakly positive (Mitchell et al., 2018), weakly negative
(Santiago et al., 2004; Swenson & Weiser, 2010) or not significant
(Mitchell et al., 2018; Moles et al., 2014; Wright et al., 2005).

This frequent weakness of empirical trait-climate associations
across diverse species has been ascribed to methodological issues
and/or to a range of ecological and evolutionary factors that would
result in a mismatch of species' traits from their natural climate dis-
tributions (Figure 1a; reviewed in Table 1). These potential sources
of mismatch include the use of traits not directly relevant to climate
tolerance (Brodribb, 2017; Medeiros et al., 2019), the complexity of
the fundamental niche and its divergence from the realized niche
(Grubb, 1977; Lee-Yaw et al., 2016; Sheth et al., 2020; Wiens, 2011),
indirect relationships between traits and fitness (Laughlin
et al., 2020), intraspecific trait variation (Albert, Thuiller, Yoccoz,
Douzet, et al., 2010; Albert, Thuiller, Yoccoz, Soudant, et al., 2010;
Siefert et al., 2015), trait multi-functionality (Sack & Buckley, 2020),
many-to-one mapping of traits to function (Alfaro et al., 2005; An-
deregg, 2023; Falster et al., 2017; Marks & Lechowicz, 2006b) and
nonequilibrium processes (DeAngelis & Waterhouse, 1987; Dob-
zhansky, 1950; Ohlemdiller et al., 2008).

FIGURE 1 The potential to predict plant climate distributions from functional traits. (a) Schematic for the bidirectional causal

determination of plant traits and climatic distributions. Climate drives the adaptation of plant traits, and filters the species that assemble in
a given location (Cornwell & Ackerly, 2009; Cornwell et al., 2006); conversely, traits determine the climatic ranges under which species can
recruit and regenerate (Fletcher et al., 2018), and over long periods of time at landscape scale, plant traits can influence local and regional
climates (Anderegg et al., 2019; Boyce et al., 2009; Boyce & Lee, 2010; Zarakas et al., 2020). This study tests the ability to predict climate
from traits and the question mark represents the possible sources of decoupling explored in Table 1. (b) Multiple traits are adapted and/or
plastically adjusted to climatic aridity, from less xeromorphic in cool and wet climates to more xeromorphic in warm and dry climates (see
Table 2 for expectations and rationales based on theory and previously published empirical work for each trait). Indeed, traits often adapt

in suites due to co-optimization or trade-offs, conferring ensemble advantages in given environments. For example, “economics spectrum”
traits tend to be correlated, such that rapidly-growing species of high resource environments have higher foliar nutrient concentrations and
photosynthetic rates but shorter lived leaves than slow-growing species of lower-resource conditions (Reich, 2014; Wright et al., 2004).
Thus, xeromorphic species are expected to have smaller maximum heights (H,..), and to have leaves with lower turgor loss point (”ﬂp?
corresponding to more concentrated cell solutes as depicted) and lower carbon isotope discrimination (A%c; corresponding to conservative
stomatal opening as depicted), that are smaller in area (LA), higher in leaf mass per area (LMA; corresponding to denser and/or thicker leaves,
as depicted), lower in leaf nitrogen per mass (N ) but higher in nitrogen per area (N,,,; depicted with greenness), lower in leaf carbon per
mass (C,_ ... corresponding to greater herbivory, as depicted), and higher in carbon to nitrogen ratio (C:N; reflecting greater investment in cell
wall relative to chlorophyll as depicted) and higher in wood density (WD, corresponding to more xylem cell wall tissue per area, as depicted).
Created with BioRender.com. (c) Ecosystems distributed across an aridity gradient from Baja California (Mexico) to northern California

(US). Photographs show the study ecosystems sampled in the peak of the Spring-early Summer growing season, set in a map of the rainfall
gradient.
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The potential mismatch between traits and climate might have de-
terred trait-based estimation of species' climate niches. As discussed
above, a great number of previous studies have focused on trait-climate
relationships, yet, to our knowledge, only one single previous study
directly tested the estimation of diverse species' climate distributions
based on traits. That study found that across trees of North America,
seed size, maximum plant height and wood density could weakly pre-
dict the median and extreme of eight bioclimatic variables, including
mean annual temperature, mean annual precipitation and growing de-
gree days (Stahl et al., 2014). The paucity of studies that “flip the axes”
to plot climate variables against traits may also be attributed to a lack
of motivation for predicting species' climate distributions from traits.
If we already have species distribution data, why should we need to
estimate climate preferences or climate niches from traits? However,

(c)
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as climate change hastens, and species' distributions shift, the use-
fulness of additional lines of information of species' climate niches
becomes more evident. As shown by the use of genomic markers to
infer climate preferences in tree ecotypes and crop varieties (Barney
& DiTomaso, 2011; Browne et al., 2019; Sang et al., 2022), strong
climate versus trait relationships would provide useful information
to managers seeking to optimize outplantings and conservation area
designation (Loiseau et al., 2020), and for the anticipation of the func-
tional responses of species distributions and ecosystem processes to
climate change. Indeed, plant and ecosystem process models do imple-
ment constraints based on even weak known empirical trait-trait and
trait-environment relationships, and thereby project the net effects of
trait variation on plant performance under simulated environmental
changes (Anderegg, 2023; Henry et al., 2019; Trugman et al., 2019).
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Here, we tested the hypothesis that traits can robustly predict di-
verse species' current mean climate distributions. Across California, a
biodiversity hotspot, we sampled a set of 107 diverse species within
six ecosystems across a strong precipitation gradient (Figure 1c;
see Table S1 in Supporting Information) to test trait-based predic-
tion of species' climate niches. We implemented methods designed
to effectively resolve trait-climate relationships. First, we sampled
a strong climate gradient, to provide power to discern trait-climate
relationships (Mooney & Dunn, 1970). Second, by sampling species
growing together at few sites, we reduced the effects of plasticity
and ecotypic variation (Ackerly & Cornwell, 2007; Leps et al., 2011;
Pellegrini et al., 2023), which we also estimated for a set of species
that occurred at multiple sites. Third, we focused on 10 structural,
hydraulic and economic traits that would contribute mechanisti-
cally to tolerance of climate stress (Bartlett, Scoffoni, & Sack, 2012;
Greenwood et al., 2017; Liang et al., 2021; Rosas et al., 2019; Row-
land et al., 2021; detailed in Figure 1b; Tables 2 and S1). Fourth,
traits were measured using standard protocols, rather than compiled
from databases (He et al., 2020; Li et al., 2022). Finally, we incorpo-
rated phylogenetic structure (Felsenstein, 1985; Opedal et al., 2015;
Sanchez-Martinez et al., 2020; Skelton et al., 2021). Previous stud-
ies have incorporated these individual approaches extensively and

Methodological approach to partially reduce mismatch

NA
NA
NA

rigorously, and a novel aspect of this study is our simultaneously
applying all of them. Further, we clarified species' trait-climate mis-
match, quantified as their deviation from the all-species climate-trait
relationship (Figure 7a; Table 3). We expected that trait-climate mis-
match would arise in part from intraspecific trait variation arising
from plasticity and ecotypic adaptation. Thus, we hypothesized that
trait-climate mismatch would be greater for species sampled for trait
measurements further from the mean climate of their native ranges
(Browne et al., 2019), that is, measured with a greater “climate sam-
pling bias” (Figure 2b; Table 3).

2 | MATERIALS AND METHODS
2.1 | Study sites

We focused on six contrasting ecosystem types representing the
range of biogeographic conditions in the California and Desert flo-
ristic provinces (CAFP, DFP; Figure 1c; Table S1). Together, the six
sites contain vegetation of types that represent >247,000km? of
California, or 70% of its the terrestrial land area (Thorne et al., 2017).

The sampling locations were distributed across a gradient of climatic

Grubb, 1977; Hanski et al., 1993; Lee-Yaw et al., 2016; Peterson et al., 2012; Wiens, 2011). The climate
niche refers specifically to the set of environmental conditions (e.g. temperature and precipitation)

in which species is able to persist, as determined by its traits and physiological limits (Brown, 1984;
where a given species can occur, and thus would contribute, among other processes, to the

extinction under changing climates, and thus species' traits may not necessarily match their current
distributions, and might better relate to their distribution under historical climates (DeAngelis &

niche due to other factors such as dispersal limitation, disturbance and biotic interactions including
competition which can alter distributions in the field (Pérez-Ramos et al., 2019; Sheth et al., 2020;

Walter, 1979)
Waterhouse, 1987; Dobzhansky, 1950; Ohlemidiller et al., 2008; Sheth et al., 2020; Stevens, 1989)

and regeneration niche, and each of these depend on the set of abiotic environmental conditions
fundamental niche (Bonetti & Wiens, 2014). Yet, the realized niche may differ from the fundamental
environment, but this equivalence is not always straightforward, as functional traits are related

to fitness through vital rates, and thus they might not predict fitness in many systems (Laughlin

et al., 2020)

aridity, including desert (Sweeney Granite Mountains Desert Re-

A species' “fundamental niche” is complex, including the habitat niche, life form niche, phenological niche
Functional traits are frequently used as a metric for fitness, and assumed to influence success in a given
Species' distributions relate to dynamic processes including immigration, competition, evolution, and

Rationale

search Center, part of the University of California Natural Reserve
System, UCNRS), coastal sage scrub (Centro de Investigacién Cienti-
ficay de Educacion Superior de Ensenada and Cafon de Dofia Petra,

Baja California), chaparral (Stunt Ranch Santa Monica Mountains Re-

(Continued)

serve, UCNRS), montane wet forest (Yosemite Forest Dynamics Plot,
part of the ForestGEO network [Anderson-Teixeira et al., 2015]),
mixed riparian woodland (Onion Creek, near the Chickering Ameri-

Sources of mismatch
Complexity of the
fundamental niche
and divergence from
the realized niche
Traits and fitness are
not directly related
Nonequilibrium
processes

TABLE 1

can River Reserve, UCNRS) and mixed conifer-broadleaf forest
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Indices of variation presented in the study, including definition, calculation and references.

TABLE 3

Calculation

Definition

Term

Calculated as the residuals from the all-species' trait vs. climate relationship (Gelman

The mismatch between the trait values measured for individuals occurring

Trait-climate mismatch

& Hill, 2007). In this study, species' scores in principal component axes of climate

in the field and the trait values expected given the overall relationship of
species' traits to their climatic distributions. The trait-climate mismatch

variables were used, and scaled such that higher trait-climate mismatch represents

traits more putatively adapted to aridity than expected, that is “hyperxeromorphic”.

trait — climate mismatch; = obs Traits PC1; — pred Traits PC1;,
where obs Traits PC1, is the measured Traits-PC1 score and pred Traits PC1; is the

represents the degree that a species' traits do not conform to expectations

based on adaptation to its current climate distribution

Traits-PC1 score predicted from Climate-PC1 for each species

climate sampling bias; = climate; — climate;,

The difference between the climate of the site where a species was sampled

Climate sampling bias

where climatei]. is the mean climate of the site j where species i was sampled from and

and the mean of its climatic distribution, calculated from current

occurrences

climate; is the mean climate of its distribution. Based on (Browne et al., 2019)

’

(max; —min;)

ITV orICV,

Indices of variation in values for trait and climate variables of a given species

Intraspecific trait and

. max,' . . . o« e . . .
where max; is the maximum and min; is the minimum value of a given trait or climate

sampled from multiple sites, a measure of the intra-specific variation (see
Table 1). While based on the plasticity index (Valladares et al., 2000),

climate variation

variable for species i. Based on (Valladares et al., 2000)

ITV does not quantify species' phenotypic plasticity, which can only be

measured from controlled experiments, but rather a combination of genetic

and plastic variation

(Angelo Coast Range Reserve, UCNRS). Permits were obtained for
work in the UCNRS sites through direct communication with the re-
serve directors and for the Yosemite Forest Dynamics Plot through
the United States Department of the Interior National Park Service
(Permit #YOSE-2017-SCI-0009).

To test predictions of species' climate-trait relationships, we
sampled single representative ecosystems of widespread types.
This is a common approach in ecophysiological studies comparing
communities (Baltzer et al., 2008; Blackman et al., 2014; Markesteijn
et al., 2010; Zhu et al., 2013) and enables rigorous tests of species'
trait relationships to climate. While statistical differences between
single specific ecosystems in trait means are not necessarily general-
izable to the ecosystem type, they highlight hypotheses to be tested

in future studies using replicate ecosystems of each type.

2.2 | Sampling for leaf trait measurements

We selected the most abundant species for sampling at each site ac-
cording to reserve managers and forest inventories. The species in-
cluded in this study are taxonomically diverse, representing 31 plant
families of mostly woody species (with the exception of Artemisia
dracunculus, Epilobium canum and Mimulus aurantiacus) and includ-
ing many cases of closely related species that occur in contrasting
environments (Extended data and Figure 2). Individual trees were
sampled across the landscape and we avoided sampling adjacent in-
dividuals of the same species; thus, the microclimate of the exact
sampling location differs across species and across individuals of the
same species. Most species were sampled from a single site, but 15
of the 107 species were among the most common in two ecosys-
tems (and one species, Eriogonum fasciculatum in three ecosystems;
Table S12), and they were sampled in each location.

For 3-5 individuals of 14 to 26 species per site, we collected a
mature, sun-exposed and non-epicormic branch, with no signs of
damage or herbivory using pole pruners or a slingshot. Branches
were transported to the lab in dark plastic bags with moist paper and
rehydrated overnight in a dark saturated atmosphere before har-
vesting current-year grown, fully expanded leaves for all subsequent

analyses. For compound-leafed species, whole leaves were used.

2.3 | Mechanistic trait measurements

Maximum tree height (H__ ) of all species was compiled from the

max
Jepson Herbarium database (Jepson Flora Project, 2021). When not
available, the H_, was recorded as the maximum value reported
on the Jepson eFlora website (https://ucjeps.berkeley.edu/eflora/).
The remaining functional traits were measured for three sun leaves
per individual. Leaf saturated mass was measured using an analyti-
cal balance (XS5205; Mettler-Toledo, OH, USA). Leaf area (LA) was
measured using a flatbed scanner and analysed using software (Im-
agelJ; http://imagej.nih.gov/ij/). After scanning, leaves were oven-
dried at 70° for 72 h before measurement of dry mass. Leaf mass per
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FIGURE 2 Phylogenetic tree showing evolutionary relationships among 107 species from six California ecosystems. Symbols represent

species of different ecosystems, with darker shades of blue representing greater water availability: mixed conifer-broadleaf forest (dark

blue circles), mixed riparian woodland (triangles), montane wet forest (inverted triangles), chaparral (diamonds), coastal sage scrub (squares)
and desert (light blue circles). Species were categorized according to the ecosystem they were sampled in (or, for species that occurred in
multiple sites, that with climate closest to the mean aridity index, Al, of their climatic distribution).

area (LMA) was calculated as lamina dry mass divided by LA (Pérez-
Harguindeguy et al., 2013).

The concentrations of leaf nitrogen and carbon per mass (N
and C
oven-dried leaves by continuous flow dual isotope analysis (Center

mass

mass) @nd the carbon isotope ratio (5'3C) were determined from

for Stable Isotope Biogeochemistry, University of California, Berke-
ley; CHNOS Elemental Analyser interfaced to an IsoPrime100 mass
spectrometer) (Kaklamanos et al., 2020). N and C were con-

mass mass

verted to a leaf area basis (N, and C,..) by multiplying by LMA.
The carbon isotope discrimination (A'3C; in parts per thousand,

%o) was calculated following Farquhar and Richards (Farquhar &

. A13C — 513Cair _alac\eaf . 13
Richards, 1984) as = T, B » assuming §°C,
4 & Cleaf ai

of -8%o

(NOAA Global Monitoring Laboratlf)of'y, 2018). The A*C can be influ-
enced by differences in atmospheric pressure across sites that vary
in elevation (Hultine & Marshall, 2000; Seibt et al., 2008). Thus, we
also calculated the difference in partial pressures of ambient (p,) and

intercellular CO, (p,), p,-p;, as a corrected measure of A**C (Hultine
& Marshall, 2000; McDowell et al., 2010). We estimated the p, by

multiplying its mean atmospheric concentration (c,) for the years

of sampling (Thoning et al., 2022) by the total barometric pressure
(Hultine & Marshall, 2000). The p, was estimated by multiplying the

intercellular carbon concentration [c; calculated as: ¢; =

_ (aBC-a)xc,
b-a ’
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where a is the fractionation associated with diffusion in air (4.4%o)
and b is the net fractionation associated with carboxylation by
Rubisco (27%0-29%o)] by the total barometric pressure (Farquhar
et al., 1989; Hultine & Marshall, 2000).

We measured the wood density (WD) from 5-cm branch seg-
ments after bark removal using the water displacement method
(Pérez-Harguindeguy et al., 2013). Branch segments were immersed
in water and the mass of the displaced water was recorded; branch
segments were then oven-dried at 70° for 120h and their dry mass
was measured. WD was calculated as the segment dry mass divided
by the mass of displaced water. Turgor loss point (ntlp) was measured
in two leaves from each of the 3-5 studied individuals. We used
vapour-pressure osmometers (Vapro 5520 and 5600, Wescor, US) to
obtain the osmotic concentration of the leaves and published calibra-

tion equations to estimate Ty (Bartlett, Scoffoni, Ardy, et al., 2012).

2.4 | Environmental variables for species'
native ranges

As in previous biogeographical trait-climate analyses, we modelled
native climates on the basis of data for each species' natural oc-
currences from the Global Biodiversity Information Facility (GBIF;
Baird et al., 2021; Fletcher et al., 2018; Sexton et al., 2009; Skelton
et al., 2021) and using R software (version 3.4.4, R Core Team, 2018)
to extract and calculate the mean, range and standard error of envi-
ronmental variables. We focused on the relationships of traits with
the mean climate of species distributions based on the assumption
that given gene flow occurs among populations of a given species
across its native range, species' mean phenotypic trait values would
relate to their mean climate (Sexton et al., 2009).

Occurrence records were downloaded using the ‘rgbif’ package
(Chamberlain et al., 2019) and filtered to keep herbarium records
since 1950 and remove incomplete (latitude or longitude missing)
and duplicated records, non-natural occurrences (e.g. records from
botanical gardens or planted urban trees; Chamberlain et al., 2019;
Riordan et al., 2015; see Extended data for download links and ref-
erences for each species' occurrence records). We restricted the ex-
tent of observations to United States, Mexico and Canada unless the
species had a known worldwide distribution. The resulting observa-
tions were manually screened for quality issues and outliers before
the calculation of species-level descriptive statistics. We calculated
species climatic envelopes using species occurrence points and not
maps of distribution ranges because we were interested in the re-
lationship between species' traits and climate variables, whereas
range maps are based on ecological niche models (Harrison, 1997;
Peterson, 1999) (ENMs) that are partially calculated from environ-
mental variables and thus could potentially introduce bias in our cli-
mate analyses (Simova et al., 2018).

We extracted 30 environmental variables from open-access
raster layers, relating to air temperature (WorldClim, CRU; Hi-
jmans et al., 2005), precipitation (WorldClim; Hijmans et al., 2005),
aridity (CGIAR-CSI, NCAR-UCAR; Zomer et al., 2008) and soil

characteristics (ISRIC Soilgrids; Hengl et al., 2017; see Table S3
for detailed description, download links and references for each
variable). The raster layers with the same resolution were stacked
using the stack function from the ‘raster’ package (Hijmans & van
Etten, 2012) and the environmental variables for each occurrence
record were extracted using the extract function from the ‘dismo’
package (Hijmans et al., 2011). Due to their coarse resolution, these
environmental variables are effective in characterizing large scale
patterns but do not reflect differences in microclimate, that is tem-
perature, water and nutrient availability, irradiance and soil com-
position (Perez & Feeley, 2021). In the main text, we focus on the
relationships between traits and the mean value of nine key envi-
ronmental variables: mean annual temperature, MAT; maximum tem-

perature of the warmest month, T__ ; minimum temperature of the

max;
coldest month, T_. ; growing degree-days above 5°C, GDD; mean
annual precipitation, MAP; precipitation of the wettest month, P ;

precipitation of the driest month, Pdry; aridity index, Al; and soil pH,
SoinH. The relationships between traits and the mean and the range
(max-min) of the remaining 21 environmental variables can be found
in the supplemental tables. The complete dataset with species- and

site-level environmental variables is available in the Extended data.

2.5 | Phylogenetic reconstruction

Sequences for all 107 species were automatically downloaded from
GenBank and aligned with MAFFT (multiple alignment using fast
Fourier transform; Matrix Maker; github.com/wf8/matrixmaker)
(Freyman & Thornhill, 2016). We focused on eight genes, ITS, matK,
MatR, ndhF, rbcl, trnL-trnF, 18S and atpB. Each species was repre-
sented with at least one up to seven gene accessions, with an av-
erage of 3.3 genes. The genes were then concatenated for each
species, and a maximum likelihood analysis of the phylogenetic rela-
tionships was conducted using a general time reversible (GTR) model
of substitution (SeaView version 4; Gouy et al., 2010). To calibrate
branch lengths, we used the chronos function in the R package ‘ape’
(Paradis & Schliep, 2019). The species relationships were assessed
by comparing the angiosperm phylogeny group phylogeny with
that reconstructed in this paper; all relationships were consistent
between the two, with three exceptions in nodes with low support
(Stevens, 2019). The output of species branch lengths was utilized to
incorporate species relatedness into downstream analyses.

2.6 | Statistical analyses

All statistical analyses and plots were performed in R software (ver-
sions 3.4.4; R Core Team, 2018 and 4.0.2 R Core Team, 2020) and
packages available from the CRAN platform. To test for differences
among ecosystems in the mean climate of their constituent species'
distributions, we performed one-way ANOVAs using the aov func-
tion from the ‘stats’ package followed by a Tukey test at 5% prob-
ability using TuckeyC function and package (Sokal & Rohlf, 2012;
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Tables S4 and S8). To test for differences in functional traits among
ecosystems, we performed nested ANOVAs using the aov function,
with species nested within ecosystems, followed by a Tukey test
at 5% probability (Sokal & Rohlf, 2012). Trait and climate variables
that did not fulfil the normality and homoscedasticity assumptions
were log10-transformed prior to analyses. Variables that included
both negative and positive numbers were incremented by a constant
equal to the lowest species mean+1 before log-transformation,
such that 1 was the lowest value for that variable (Tables S4 and S9).
For LA which is negative, we multiplied the values by -1 prior to
log-transformation.

To summarize the variation in functional traits and the mean
climate of the range of distribution of species, we performed prin-
cipal component analyses (PCAs) on species means of eight nonre-
dundant functional traits and climate variables using the prcomp
function in the ‘stats’ package. We included eight of the 10 study
traits to avoid strong collinearity; given that we included N we
did notinclude N

area
variables were log-scaled prior to analyses. We extracted the spe-

mass’
and C:N in any of the multivariate analyses. All

cies scores (scaled to range from -1 to 1) of PC axes 1 and 2, and
used them to summarize trait and climate main axes of variation in
subsequent analyses.

To test for relationships between single traits and environmental
variables while accounting for species relatedness, we performed
phylogenetic generalized least-squares analyses (PGLS; Felsen-
stein, 1985; Harmon, 2019) where the environmental parameters
were the dependent variables and the 10 measured traits were the
independent variables, using the pgls function from the ‘caper’ pack-
age (Orme et al., 2018) with lambda (1; metric of phylogenetic signal
that quantifies the influence of shared history on trait distributions
and ranges from O [phylogenetic independence] to 1 [species' traits
covary proportionally to their shared evolutionary history]) opti-
mized using maximum likelihood (Freckleton et al., 2002). Cross-
species phylogenetic analyses required single values for each
species, so for the 15 species collected at more than one site we
calculated the mean trait values across the sites and assigned those
species to the site most similar in aridity index (Al) to the mean of
that species' range (Extended data).

Given the use of multiple significance tests of trait-climate cor-
relations, we assessed the significance of the overall correlative pat-
tern by applying a proportion test (after Baird et al., 2021). We thus
calculated the number of significant correlations relative to the 132
correlations we hypothesized (Table 2 and citations therein) among,
on one hand, the 10 functional traits plus the first two PCA axes for
traits (Traits-PC1 and 2), and on the other hand, the nine climate
variables included in the PCA analysis plus the first two PCA axes for
climate variables (Climate-PC1 and 2). Then, we used the function
prop.test in the ‘stats’ package to test if the proportion of signifi-
cant correlations was greater than that expected from chance (0.05)
(Table S10).

To highlight the trait variation that arose across the sampled eco-
systems, in addition to cross species analyses, we also present trait-
environment relationships averaged for species within ecosystems,

using the across-species mean trait values and the mean of the mean
climate of their constituent species' distributions. We used Pear-
son's correlations on untransformed and log-transformed data, to
test for either approximately linear or non-linear (i.e. approximate
power-law) relationships respectively and report the higher correla-
tion value in the text (Table S7).

We tested the power of multiple traits to predict the mean en-
vironment of the distribution of each species using PGLS to predict
Climate-PC1 from eight traits not redundant in their calculation
(all but N
models that best predicted the climate variables, we tested the com-

rea @and C:N, as explained above). To select the trait-based
bination of all possible predictor variables and compared models
using AlCc (code available on GitHub). The comparison of models
by AlICc enables maximum likelihood selection of the model and
its parameter values without bias by the number of parameters or
models (penalizing models with more parameters; Burnham & An-
derson, 2010). To determine the percentage contribution of each
trait to the prediction of climate variables, we performed a hierar-
chical partitioning analysis using the ‘hier.part’ package (Chevan &
Sutherland, 1991; Walsh & Mac Nally, 2013). In addition to testing
models to predict Climate-PC1, we also tested models to predict in-
dividual widely used environmental variables from traits: maximum
temperature of the warmest month (T ), mean annual precipitation
(MAP), aridity index (Al) and soil pH (SoinH; high SoinH is associated
with low concentration of exchangeable soil phosphate and iron;
Tyler, 1996; Table S11). Given that A*®C may be influenced by site
elevation, and also may include a potentially more direct influence of
environmental factors in its determination than other traits, such as
vapour pressure deficit (VPD) and temperature (Seibt et al., 2008),
we also conducted this analysis with p,-p; (which corrects A**C for
elevation), and also without including this trait (Table S11).

To discern the power of incorporating phylogeny in our analyses
to predict species' mean climate, we performed multiple regression
following the same workflow as in the evolutionary analysis but
using ordinary least squares regression instead of PGLS. We com-
pare the models using AIC, R? and root mean squared error (RMSE;
Table S2).

In addition to multiple regression analyses, we used principal
component analyses to quantify the overarching power to predict
species' mean climate variables from traits, and to estimate each
species' “trait-climate mismatch”. We regressed species' Traits-PC1
scores against their Climate-PC1 scores using PGLS and species' re-
siduals from this regression were considered as their trait-climate
mismatch (Gelman & Hill, 2007), that is the amount of trait variation
not explained by mean climate (Table 3). Purposefully, the definition
of trait-climate mismatch as residuals from the trait versus climate
relationship renders trait-climate mismatch statistically independent
of environmental variables and of the Climate-PC1. This approach
enabled the subsequent testing of the relationship of trait-climate
mismatch with climate variables, while avoiding the circularity that
would have arisen if trait-climate mismatch had been defined as the
residuals of climate versus traits. To simplify presentation, as Cli-
mate-PC1 values were negatively related to aridity and Traits-PC1

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:



2796 Functional Ecology

FUNCTIONAL ECOLOGY

values positively related to adaptation to aridity, we multiplied Cli-
mate-PC1 scores by -1 such that the relationship between the axes
was positive (Table Sé). Notably, in our definition of trait-climate
mismatch, a higher value does not represent greater mis-adaptation
to climate; rather, a higher trait-climate mismatch value represents
greater adaptation of traits to aridity than would be expected from
the all-species trait-climate relationship, and a lesser value rep-
resents a lesser adaptation of traits to aridity, though not necessarily
to other environmental variables.

Given that species' traits may adjust plastically or genetically
(ecotypically) in relation to climate, we conducted two analyses to
test the potential importance of intraspecific trait variation across
sites as an influence on trait-based climate prediction. First, for
each of the 15 study species that occurred at more than one site,
we applied a commonly used phenotypic plasticity index (Valladares
et al., 2000; Table S12) to calculate indices of intraspecific trait vari-
ation (ITV) and intraspecific climate variation (ICV) for each trait and
climate variable (Table 3) as W where max and min are the
maximum and minimum values of a trait or climate variable measured
from individuals of a given species across sites and tested relation-
ships across species between intraspecific trait and climate variation
indices using PGLS. Second, we tested whether species' trait-climate
mismatch may depend on a climate sampling bias, calculated as the
difference in a given climate variable between the sampling location
and the mean of the species' distribution (after the “climate transfer

distance” of Browne et al., 2019), such that a species sampled from

a more arid location than the mean of its distribution would have a
higher climate sampling bias, whereas species sampled from a less
arid location would have a lower climate sampling bias. We tested
associations across species of the trait-climate mismatch with the
climate transfer distance with respect to two climate variables, max-
imum temperature of the warmest month, T and mean annual

max’
precipitation, MAP, using PGLS.

3 | RESULTS
3.1 | Functional trait variation in relation to climate

Species differed strongly within and across the six California ecosys-
tems in the 10 functional traits (Figure 3; Table S4), with 15%-40%
of variation in given traits explained by the ecosystem type, 42%-
79% by species and 2%-18% intraspecifically (nested ANOVAs;
Table S4). All 10 traits varied across ecosystems with climatic aridity
as hypothesized (Figures 1b and 3; Table 2): species of more arid eco-
systems had lower water potential at turgor loss point (ntlp), lower
carbon isotope discrimination (A13C), smaller individual leaf area
(LA), and maximum height (H
per leaf area (N

max)» and higher nitrogen concentration

rea) l€af mass per area (LMA), carbon-to-nitrogen
ratio (C:N) and wood density (WD), whereas species of wetter eco-
systems had opposite tendencies for trait values, associated with

competitive resource use and investment in anti-herbivory defence,

@ —— (b)
Q| ® 1
i _
R g
—~ L =
ig 2
T 2
i R A
kot [
nE=_ _
ol e
(d) = (e) o
2 T FIGURE 3 Variation across
° _ SE ecosystems, from wettest to driest, in
— < o functional traits. Symbols represent
£ 34 g 31 species of different ecosystems, with
:;/ ° \'; darker shades of blue representing greater
=« _ Zg & water availability: mixed conifer-broadleaf
Q| forest (dark blue circles), mixed riparian
= 2- !
ol MEE= o - woodland (triangles), montane wet forest
() " o (inverted triangles), chaparral (diamonds),
T T © coastal sage scrub (squares), desert (light
3 blue circles). (a) maximum plant height
& § § o (H,,,»y)» (b) absolute turgor loss point (ntlp),
5) 25 (c) carbon isotope discrimination (A*3C),
~ =} .
< \2/ =3 (d) leaf area (LA), (e) nitrogen per mass
= 8 3 (N,.s0): (f) carbon per mass (C, ... (g)
&1 leaf mass per area (LMA), (h) carbon to
o
0 o] nitrogen ratio (C:N) and (i) wood density

|
Site aridity

(WD). All nine traits and N____ were

area
significantly different across ecosystems

(Nested ANOVAs; Table S4; p<0.001).
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including higher nitrogen and carbon concentrations per leaf mass
(N,ass and C,_ . ) (Figure 3; Table S4).

The strong importance of climatic aridity was also highlighted
by principal component analyses of climate variables and trait val-
ues (Climate-PCA and Traits-PCA, for nine environmental variables
and eight traits respectively). The first two Climate-PCA axes (Cli-
mate-PC1 and PC2; Figure 4a; Table S5) accounted for 79.1% and
15.5% of variation respectively. Climate-PC1 corresponded to cli-
matic warmth and aridity, including higher mean annual temperature
(MAT), maximum temperature of the warmest month (T__ ), lower
annual precipitation (MAP) and aridity index (Al), and to more basic
soil (SoinH). Climate-PC2 corresponded to the minimum temperature
of the coldest month (T_, ). The Traits-PCA also showed the strong
correspondence of traits with adaptation to aridity across species.
Traits-PC1 and PC2 accounted for 37.2% and 23.8% of variation,
respectively: high Traits-PC1 values corresponded to low Ty small
LA, high LMA, high WD, and low N___and high Traits-PC2 values to
lowerH_, and C Figure 4b; Table Sé).

Across species, Traits-PC1 was correlated with Climate-PC1
(PGLS; r=0.63; p<0.001; Table S9), and Traits-PC2 with both
Climate-PC1 and 2 (r=0.45 and -0.44, respectively; p<0.001;
Table S9). Species' Climate-PC1 scores were correlated with Ty,
(Figure 5a), LMA,N_, ., C:N, WD, A™®C, LA, N, and C, . (Ir|=0.22-
0.56; p<0.05; Figure S2; Table S9), and species' Climate-PC2 scores
with Traits-PC2, A™C, C:N, H,_, N and N___ (Ir|=0.28-0.44;
p <0.05; Table S9; |r| is presented to highlight relationship strengths,

mass (

whether relationships are positive or negative, as indicated in the
Figures and Tables). We found support for 103/132 (78%) of our

Climate PC2 (15.5%)

wet

-0 =05 00 05 1.0
Climate PC1 (79.1%)

hypothesized trait-environmental variable relationships (Table $10)
a proportion far higher than our null hypothesis of chance (0.05;
p=1.05E-10; proportion test). Indeed, all nine of the climate vari-
ables representing the mean of species ranges were correlated with
species' values for one or more individual traits (|r|=0.20-0.70;
p<0.05; Tables S9 and S10). Across the six ecosystems, means for

four traits were correlated with Climate-PC1, that is, T (Figure 5a-

inset), H_...WDand C___ (Ir|=0.83-0.94; p <0.05; Figure S2-insets;
Table S7).
3.2 | Functional trait-based prediction of species'

native climate

Our analyses demonstrated the power of mechanistic traits to
predict variables representing the mean climate of species' ranges.
Regression models predicted Climate-PC1 from traits; six of the
eight nonredundant traits included in the analysis were selected
as best predictors, in order of importance according to hierarchi-
cal partitioning: AC, LMA, Tt Ciaser WD and N (adjusted
R2=0.59; p<0.001; Figure 5d; Table S11). For the six ecosystems,
the across-species average values of observed Climate-PC1 scores
were strongly predicted by the mean of Climate-PC1 scores es-
timated for each species from multivariate regression (R?=0.87;
p<0.01; Figure 5d-inset; Table S7). Multivariate regression models
also predicted individual environmental variables from functional
traits, with A’*C, LMA and C
T

max’

mass Selected in the best-fit models for

MAP, Al and SoinH (R?=0.48-0.66; p<0.001; Figure 5b,c,e-f;

(b)
1.0

Trait PC2 (23.8%)
o o
o (6)]

|
o
(3}

|
—_
o

‘ o Hoa
-1.0 -05 0.

Trait PC1 (37.2%)

05 1.0

FIGURE 4 Principal component analyses (PCA) of (a) mean climate variables for species' ranges of distribution (Table S5) and (b) a set of
non-redundant species traits for 107 species from six California ecosystems (Table S6). The climate variables included were mean annual
temperature, MAT, maximum temperature of the warmest month, T___, minimum temperature of the coldest month, T_; , mean annual

precipitation, MAP, precipitation of the wettest month, P, precipitation of the dryest month, P,

dryr aridity index, Al, growing degree-days,

GDD, and soil pH, SoinH. For all tests of relationships with “Climate-PC1” we multiplied by “-1" so the relationship between Climate-PC1 and
Traits-PC1 is positive, for clarity, as these reflected climatic aridity and adaptation to aridity respectively. The traits included were maximum

adult height, H__.,
area, LMA, foliar nitrogen and carbon concentrations, N and C

mass mass’

turgor loss point, Ty (multiplied by “~1” prior to PCA), carbon isotope discrimination, A'3C, leaf area, LA, leaf mass per
and wood density (WD). Symbols represent species of different

ecosystems, with darker shades of blue representing greater water availability: mixed conifer-broadleaf forest (dark blue circles), mixed
riparian woodland (triangles), montane wet forest (inverted triangles), chaparral (diamonds), coastal sage scrub (squares), desert (light blue

circles).
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FIGURE 5 The prediction of plant climate distribution means from functional traits for 107 species from six California ecosystems
demonstrated using a phylogenetic multivariate approach. (a) lllustration of an across species climate-trait relationship: the first axis of a
principal components analysis of species' climate variables (Climate-PC1) plotted against turgor loss point, Tp (main panel; phylogenetic
generalized least squares; 1=0.83; Table S9) and ecosystems (inset; ordinary least squares; Table S7). (b-f) Relationships between observed
climate variables and the values predicted by multiple functional traits (PGLS; 4 ranged from 0.70 to 0.80; Table S11); (b) maximum
temperature of the warmest month, T__, (c) mean annual precipitation, MAP, (d) scores of Climate-PC1, (e) aridity index, Al, and (f) soil pH,
SoinH. Main plots show relationships for species (phylogenetic generalized least squares, stp), and inset plots show the relationships among
ecosystem mean values (ordinary least squares, Rzeco), with the dashed lines representing the 1:1 relationship and dotted red lines the
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confidence intervals. *p <0.05; **p<0.01; ***p<0.001.

Table S11). As A'®C may be influenced by site elevation, and also
may include a potentially more direct influence of environmental
factors in its determination than other traits, such as vapour pres-
sure deficit (VPD) and temperature (Seibt et al.,, 2008), we also
conducted this analysis with p_-p; (which corrects A*®C for eleva-
tion and temperature), and also without including this trait. Nota-
bly, p,-p, was highly correlated with A3C across species (r=0.96;
p<0.001), and A™C was not correlated with VPD or temperature
across species or sites (Figure S1). Further, conducting this analy-
sis substituting p,-p; for A'*C, or removing A'®C altogether yielded
similar results in the predictive models (Table S11), so we focus on
A3C in the main text.

Our test of the value of an explicit evolutionary analysis incor-
porating phylogeny relative to ahistoric analysis for the multiple re-
gression prediction of Climate-PC1 (i.e. comparing PGLS with OLS)
showed that the evolutionary analysis was selected with higher

likelihood (AIC lower by >2), though with similar predictive power
with respect to R? and RMSE as the PGLS approach (Table S2).

3.3 | Quantifying species trait-climate
mismatch and its relationship to intra-specific
trait variation

We estimated species' trait-climate mismatch as residuals from the
relationship of Trait-PC1 to Climate-PC1 (Figure 7a). The species
with highest trait-climate mismatch (indicating traits more xeromor-
phic than expected based on its mean climate) included especially
those with high LMA and low Ty such as conifers (Abies concolor, A.
magpnifica, Calocedrus decurrens, Juniperus occidentalis, Pinus albicau-
lis, P. contorta, P. lambertiana) and some of the most drought-tolerant
species across ecosystems (Adenostoma fasciculatum, Arctostaphylos
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nevadensis, Arctostaphylos patula, Larrea tridentata and Quercus vac-
ciniifolia; Extended data).

Our analyses indicated that on average, species were sampled
in ecosystems in locations representative of their climate distribu-
tion. Thus, the climate variables for the ecosystem location were
correlated with the mean climate variables of their component spe-
cies for T__ . MAP, Al SoilpH and Climate-PC1 scores (|r|=0.85-0.96;
p <0.05; Figure S3; Table S7). Yet, our data supported the hypothe-
sis that the difference between the climate of the sampling location

and that of the species' mean distribution influenced trait-climate
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FIGURE 6 The influence of plasticity on functional traits for

15 species that were sampled from more than one California
ecosystem. For the 15 species (Table S12), the relationship of

the intraspecific variation in the osmotic potential at turgor loss,
ITVnﬂp, with (a) the intraspecific variation in aridity, ICV,,, and (b)
mean annual precipitation, ICV,,,, (phylogenetic generalized least
squares; Table S13). Similar relationships were found for other traits
and climate variables (Table S13). *p <0.05.

mismatch, due to plastic or ecotypic trait adjustment to climate in
the sampled ecosystem (Table 3). First, for the 15 species that oc-
curred in more than one ecosystem across species, intraspecific trait
variation (ITV) was associated with the intraspecific climate variation
index (ICV) for multiple traits; ITV in Ty, Was positively correlated
with ICV in Al, MAP and P ITVin N

wet? mass

correlated with ICV in GDD and/or T ; and ITV in C__

itively correlated with ICV in with Soil (Ir|=0.59-0.62; p<0.05;
Figure 6; Tables S12 and 13). Second, across all 107 species, trait-

and N:C were positively

was pos-

climate mismatch was positively correlated with the climate sam-
pling bias, that is, the difference in climate between the species'
sampling site and the mean climate of its native range (r|=0.21-
0.24 for T, and MAP; p <0.05; Figure 7b,c; Table S9). Thus, species
sampled at sites more arid than the mean of their range had traits
more xeromorphic than expected from the mean climate of their dis-
tribution (Figure 7b,c).

4 | DISCUSSION

Our findings demonstrate the strong power of traits for estimation of
species and ecosystem climate distributions and support theory for
the optimization of traits versus climate (Parkhurst & Loucks, 1972;
Sack & Buckley, 2020; Xu et al., 2021). Thus, the striking quantita-
tive association of mechanistic traits with climate variables evi-
dently arose from millennia of evolution and community assembly
that matched plant physiology to climate across California (Corn-
well & Ackerly, 2009; Cornwell et al., 2006; Mitchell et al., 2018),
with species tracking climate as it changed (Wang et al., 2023), and
with a potential further reinforcement arising over long time scales
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FIGURE 7 The association of traits with climate across species and ecosystems, the derivation of trait-climate mismatch, and two
potential influences arising from intra-specific trait variation. Symbols represent species of different ecosystems, with darker shades of

blue representing greater water availability: mixed conifer-broadleaf forest (dark blue circles), mixed riparian woodland (triangles), montane
wet forest (inverted triangles), chaparral (diamonds), coastal sage scrub (squares) and desert (light blue circles). (a) A principal components
analysis of species' climate variables and trait variables yielded first axes (Traits-PC1 and Climate-PC1, respectively) that represented
climatic aridity and trait values associated with adaptation to aridity, and the two are strongly related across species (main plot; phylogenetic

generalized least squares, stp;

Table $9) and ecosystems (inset; ordinary least squares, R?

Table S7). Thus, the residuals from this

eco’

relationship represent the trait-climate mismatch where a species with higher values possesses traits more xeromorphic than expected from
the all-species relationship. Trait-climate mismatch represents a species' trait divergence from the mean association with climate across
species and may entail either a stronger or lesser adaptation to climate extremes, and therefore may pre-adapt a species, or render it more
vulnerable to climate change. (b, c) Testing hypotheses for influences on trait-climate mismatch arising from intra-specific trait variation.
Relationship between the trait-climate mismatch and species' climate sampling bias in terms of (b) maximum temperature of the warmest

month, T

? “max’

and (c) mean annual precipitation, MAP (PGLS; 1=0.86 and 0.89, respectively; Table S9). *p <0.05; **p <0.01; ***p <0.001.
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when ecosystems can influence their local and regional climate via
the water cycle, soil accumulation and other processes (Bounoua
et al., 2010; Boyce et al., 2009; Boyce & Lee, 2010; Crous, 2019;
Wang et al., 2009).

The successful prediction of species' mean climate from mech-
anistic traits provides an optimistic counterpoint to the generally
weak trends shown by previous studies of trait-climate relationships
for diverse species at large geographical scales, especially when
based on single traits compiled from large databases (e.g. Moles
et al., 2014; Simova et al., 2018; Taugourdeau et al., 2014; van der
Plas et al., 2020; Vesk et al., 2020). Across this gradient of aridity,
A¥C, LMA and my, Were the traits that individually best predicted
Climate-PC1 but with limited power individually (R>=0.25-0.31;
p<0.001; Table S9). Using multivariate models, the variation in Cli-
mate-PC1 explained by traits doubled (Figure 5; Table S11). Across
California, species with high Climate-PC1 scores, which are adapted
to drier warmer climates and more alkaline soils, have thicker and
denser leaves, more negative turgor loss point and lower carbon dis-
crimination rates, which confer higher tolerance to aridity by allow-
ing the plants to continue photosynthesis when water availability is
low and/or contributing to fast growth when water is available (Bart-
lett, Scoffoni, & Sack, 2012; Fletcher et al., 2018; Kramp et al., 2022).

The power of our approach to resolve relationships despite the
many potential sources for mismatch of species' traits from their
current climate distributions (Table 1) can be attributed to the
methodology described here, including the quantification of rela-
tionships along a strong regional biogeographic gradient, and the
measurement in standard ways of traits with mechanistic signifi-
cance across sites relatively close to the mean of their climate dis-
tribution. The particular importance of sampling species for traits
near the mean of their climate distribution was highlighted by our
analyses showing that intra-specific variation arising from plastic
and ecotypic adjustment led to an association across species of
trait-climate mismatch with climate sampling bias (Tables S9 and
S13). Our ITV and climate mismatch analysis helped to reveal
the role that within-species variation plays in complicating trait-
climate relationships. Unsurprisingly, larger ITV arose for species
sampled across larger climate gradients (Figure 6) and a significant
fraction of the residual variation in trait-climate space is explained
by how far outside the niche center traits were measured. These
findings point to the important influence of ITV on trait-climate
relationships.

Notably, we focused on 10 traits with mechanistic importance
in the climate-dependency of vital rates and community assembly
(Adler et al., 2014; Anderegg, 2023; Kraft et al., 2008, 2015; McGill
et al.,, 2006; Medeiros et al., 2019; Poorter et al., 2008; Sobral, 2021;
Uriarte et al., 2016; Violle et al., 2007, 2011; Volaire et al., 2020).
These traits include so-called ‘hard’ physiological traits (e.g. Mo
and AC) which may be more directly mechanistically linked with
plant adaptation to withstand aridity, as well as ‘soft’ morpholog-
ical traits that may contribute indirectly, or as part of a correlated

complex of traits (e.g. H leaf size and LMA). The inclusion of

max’
additional traits would likely improve predictive power, including

hydraulic vulnerability, stomatal and vein traits, additional nutrient
concentrations, photosynthetic responses, and, in addition, life his-
tory traits such as seed size, especially if other life forms including
non-woody species are considered. We found that the inclusion of
phylogeny strongly increased the likelihood (and reduced the AlCc)
of the model, but did not add additional predictive power relative
to an ahistorical model based on our analysis of the R?> and RMSE
of multiple regression models (Table S2). We expect that including
more species that would be closely-related within given lineages
with well-resolved phylogenies (Dunbar-Co et al., 2009; Fletcher
et al., 2018; Scoffoni et al., 2016) may increase the predictive value
of phylogeny in trait-based climate prediction relative to in our study
design, which focused on diverse species and a broad phylogeny (Ed-
wards, 2006; Schmerler et al., 2012). Predictive power may also be
gained by considering trait variation within and among populations
of given species, and finer scale climate data, including microclimate,
reflecting topography and vegetation cover, and, potentially data on
biotic stressors, such as the presence of specific herbivores (Opedal
etal., 2015; Perez & Feeley, 2021). Addressing all the other potential
factors contributing to trait climate mismatch (Table 1) is an import-
ant avenue for future studies.

The power of traits to predict species' mean climate was sub-
stantial relative to using sampling site as a predictor; the R? of the
multiple regression incorporating phylogeny was 0.58, and the
variation in Climate-PC1 explained by site in a one-way ANOVA
was 78% (Tables S2 and S4). Given that site climate was highly cor-
related with the mean climate of species' distributions averaged for
sites (Figure S3), the finding that trait-based prediction can achieve
0.58/0.78=75% of the power to explain variation relative to site is
another confirmation of the promise of the trait-based approach to
predict species' climate niches.

The feasibility of predicting climate preference from traits points
to avenues not only for improved understanding of the physiolog-
ical basis for climate niches, but also multiple critical applications
in improving and validating models for species persistence and
performance with respect to climate, and for the management of
threatened species. First, this study demonstrates that traits can
provide an important stream of quantitative information useful for
predicting species' climate niches. Many recent analyses, includ-
ing ours, estimated species' climate distributions based on collec-
tion databases and modelled climate, resulting in uncertainty in
the estimated climate mean, as collections are not proportional to
abundance with respect to climate, and rare species may not exist
in their most preferred climates. By providing another line of evi-
dence for climate adaptation, trait-based approaches can provide a
critical cross-validation. Important avenues for future study include
the analysis of whether traits can powerfully predict not only cli-
mate means, as shown here, but also species' climate niche breadths
(ranges) and climate limits; studies of some traits indicate a stron-
ger relationship with climate limits, representing thresholds for per-
sistence (Brodribb et al., 2014; Skelton et al., 2021; Stahl et al., 2014).
Further, future studies are needed to determine whether species'
abundances in a given climate can be predicted from traits, beyond
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our analysis of the mean climate of species' occurrences. Second,
managers may improve their prioritization of threatened species for
conservation based on consideration of traits (Schonbeck et al., in
review; Foden et al., 2013; Loiseau et al., 2020), that is, if the traits
of the threatened species indicate that its mismatch from its optimal
climate is escalating. Third, trait-based climate niches can be used
to improve the designation of ex-situ conservation sites, matching
the most vulnerable species to their climate niches and facilitating
“assisted migration”, extending recent taxonomic, phylogenetic and
genomic approaches to mitigate impacts of climate change (Browne
et al., 2019; Brum et al., 2017; Chen et al., 2022; Csilléry et al., 2020;
Merchant et al., 2023). Fourth, the repeated quantification of trait-
climate mismatch may improve assessments of climate vulnerability,
with increasing trait-climate mismatch suggesting a too slow shift in
a species' distribution due to migration and evolution relative to the
rapidity of climate change (Aitken et al., 2008; Keenan, 2015). Tests
of this idea may be developed using species' abundances based on
herbaria or botanical surveys. Fifth, trait-based estimation of spe-
cies' climatic ranges can improve process-based modelling of plant
growth in given resource conditions (Buckley & Roberts, 2006;
Marks & Lechowicz, 2006a, 2006b; Trugman et al., 2019). Finally,
trait-based climate niches can improve the representation of spe-
cies' distributions in dynamic global vegetation models (DGVMs)
used to predict climate change impacts on species and biomes, and
their feedbacks on the climate system, an urgent priority in global
change research (Konings et al., 2021; van Bodegom et al., 2014;
Yang et al., 2019; Yang, Zhu, et al., 2015). Overall, our findings indi-
cate that this approach is worthy of testing in other ecosystems and
with a larger set of traits, to determine the generality and context-
dependence of trait-based estimation of species' climate niches.

AUTHOR CONTRIBUTIONS

Camila D. Medeiros and Lawren Sack conceived the ideas and ex-
perimental design, Camila D. Medeiros, Christian Henry, Santiago
Trueba, Samantha Dannet Diaz de Leon Guerrero, Alexandria Pivo-
varoff, Leila R. Fletcher, Grace P. John, James A. Lutz, Rodrigo Mén-
dez Alonzo and Lawren Sack sampled species in the field, Camila D.
Medeiros, Santiago Trueba, Alexandria Pivovaroff and Grace P. John
collected trait data, loana Anghel built the phylogenetic tree, Camila
D. Medeiros and Lawren Sack analysed the data and wrote the first
draft of the manuscript, and all authors contributed substantially to

revisions.

ACKNOWLEDGEMENTS

We acknowledge the indigenous peoples that for millenia stew-
arded the land studied in this project, including the Newe/Kawai-
isu/Chemehuevi (Granites), Kumiai-Kumeyaay (Ensenada), Kizh/
Tongva/Chumash/Micganaga'n (Stunt Ranch and UCLA), Me-Wuk
(Yosemite), Washoe/Nisenan (Onion Creek) and Cahto (Angelo)
peoples and the University of California Natural Reserve System
(UCNRS) for maintaining the field sites and providing support for
the field campaigns. We thank Alec Baird, Marvin Browne, Na-
than Kraft, Marissa Ochoa and Joseph Zailaa for discussion and

comments, and Jim Andre and Sarah Germain for field assistance.
This work was funded by La Kretz Center Graduate Research
Grants, UCNRS Stunt Ranch Reserve Research Grants, ESA For-
rest Shreve Award, the National Science Foundation (Grants
1951244 and 2017949) and UCLA EEB Vavra Research Grants.
C.M. was supported by the Brazilian National Research Council
(CNPq) through the Brazilian Science Without Borders Program
(grant number: 202813/2014-2).

CONFLICT OF INTEREST STATEMENT
The authors have no conflicts of interest to declare.

DATA AVAILABILITY STATEMENT

All trait and climate data collected for this paper are available from
the Dryad Digital Repository: https://doi.org/10.5061/dryad.cnp5h
qcb2 (Medeiros et al., 2023). Relevant code is available on Zenodo:
https://doi.org/10.5281/zenodo.8264651.

ORCID

Camila D. Medeiros "= https://orcid.org/0000-0002-5822-5603
https://orcid.org/0000-0003-4805-8212
https://orcid.org/0000-0001-8218-957X
https://orcid.org/0000-0002-1454-8718
Alexandria Pivovaroff " https://orcid.org/0000-0002-3104-1900
Leila R. Fletcher "= https://orcid.org/0000-0002-2380-041X
Grace P. John "2 https://orcid.org/0000-0002-8045-5982
James A. Lutz " https://orcid.org/0000-0002-2560-0710
Rodrigo Méndez Alonzo " https://orcid.org/0000-0002-0282-2329
https://orcid.org/0000-0002-7009-7202

Christian Henry
Santiago Trueba
loana Anghel

Lawren Sack

REFERENCES

Ackerly, D. D. (2003). Community assembly, niche conservatism, and
adaptive evolution in changing environments. International Journal
of Plant Sciences, 164(S3), S165-5184. https://doi.org/10.1086/
368401

Ackerly, D. D., & Cornwell, W. K. (2007). A trait-based approach to
community assembly: Partitioning of species trait values into
within- and among-community components. Ecology Letters, 10(2),
135-145. https://doi.org/10.1111/j.1461-0248.2006.01006.x

Adler, P. B., Salguero-Gomez, R., Compagnoni, A., Hsu, J. S., Ray-
Mukherjee, J., Mbeau-Ache, C., & Franco, M. (2014). Functional
traits explain variation in plant life history strategies. Proceedings
of the National Academy of Sciences of the United States of America,
111(2), 740-745. https://doi.org/10.1073/pnas.1315179111

Aitken, S. N., Yeaman, S., Holliday, J. A., Wang, T., & Curtis-McLane, S.
(2008). Adaptation, migration or extirpation: Climate change out-
comes for tree populations: Climate change outcomes for tree pop-
ulations. Evolutionary Applications, 1(1), 95-111. https://doi.org/
10.1111/j.1752-4571.2007.00013.x

Albert, C. H., Thuiller, W., Yoccoz, N. G., Douzet, R., Aubert, S., &
Lavorel, S. (2010). A multi-trait approach reveals the structure
and the relative importance of intra- vs. interspecific variability
in plant traits. Functional Ecology, 24(6), 1192-1201. https://doi.
org/10.1111/j.1365-2435.2010.01727.x

Albert, C. H., Thuiller, W., Yoccoz, N. G., Soudant, A., Boucher, F,
Saccone, P, & Lavorel, S. (2010). Intraspecific functional variability:
Extent, structure and sources of variation. Journal of Ecology, 98(3),
604-613. https://doi.org/10.1111/j.1365-2745.2010.01651.x

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:


https://doi.org/10.5061/dryad.cnp5hqcb2
https://doi.org/10.5061/dryad.cnp5hqcb2
https://doi.org/10.5281/zenodo.8264651
https://orcid.org/0000-0002-5822-5603
https://orcid.org/0000-0002-5822-5603
https://orcid.org/0000-0003-4805-8212
https://orcid.org/0000-0003-4805-8212
https://orcid.org/0000-0001-8218-957X
https://orcid.org/0000-0001-8218-957X
https://orcid.org/0000-0002-1454-8718
https://orcid.org/0000-0002-1454-8718
https://orcid.org/0000-0002-3104-1900
https://orcid.org/0000-0002-3104-1900
https://orcid.org/0000-0002-2380-041X
https://orcid.org/0000-0002-2380-041X
https://orcid.org/0000-0002-8045-5982
https://orcid.org/0000-0002-8045-5982
https://orcid.org/0000-0002-2560-0710
https://orcid.org/0000-0002-2560-0710
https://orcid.org/0000-0002-0282-2329
https://orcid.org/0000-0002-0282-2329
https://orcid.org/0000-0002-7009-7202
https://orcid.org/0000-0002-7009-7202
https://doi.org/10.1086/368401
https://doi.org/10.1086/368401
https://doi.org/10.1111/j.1461-0248.2006.01006.x
https://doi.org/10.1073/pnas.1315179111
https://doi.org/10.1111/j.1752-4571.2007.00013.x
https://doi.org/10.1111/j.1752-4571.2007.00013.x
https://doi.org/10.1111/j.1365-2435.2010.01727.x
https://doi.org/10.1111/j.1365-2435.2010.01727.x
https://doi.org/10.1111/j.1365-2745.2010.01651.x

2802 Functional Ecology

FUNCTIONAL ECOLOGY

Alfaro, M. E., Bolnick, D. I., & Wainwright, P. C. (2005). Evolutionary
consequences of many-to-one mapping of jaw morphology to me-
chanics in labrid fishes. The American Naturalist, 165(6), E140-E154.
https://doi.org/10.1086/429564

Anderegg, L. D. L. (2023). Why can't we predict traits from the environ-
ment? New Phytologist, 237, 1998-2004.

Anderegg, W. R. L., Trugman, A. T., Bowling, D. R., Salvucci, G., & Tuttle,
S. E. (2019). Plant functional traits and climate influence drought
intensification and land-atmosphere feedbacks. Proceedings of
the National Academy of Sciences of the United States of America,
116(28), 14071-14076. https://doi.org/10.1073/pnas.1904747116

Anderson-Teixeira, K. J., Davies, S. J., Bennett, A. C., Gonzalez-Akre, E.
B., Muller-Landau, H. C., Joseph Wright, S., Abu Salim, K., Almeyda
Zambrano, A. M., Alonso, A., Baltzer, J. L., Basset, Y., Bourg, N. A,,
Broadbent, E. N., Brockelman, W. Y., Bunyavejchewin, S., Burslem,
D. F. R. P, Butt, N., Cao, M., Cardenas, D., ... Zimmerman, J. (2015).
CTFS-ForestGEO: A worldwide network monitoring forests in an
era of global change. Global Change Biology, 21(2), 528-549. https://
doi.org/10.1111/gcb.12712

Baird, A. S., Taylor, S. H., Pasquet-Kok, J., Vuong, C., Zhang, Y.,
Watcharamongkol, T., Scoffoni, C., Edwards, E. J., Christin, P.-A,,
Osborne, C. P.,, & Sack, L. (2021). Developmental and biophysical
determinants of grass leaf size worldwide. Nature, 592(7853), 242-
247. https://doi.org/10.1038/s41586-021-03370-0

Baltzer, J. L., Davies, S. J., Bunyavejchewin, S., & Noor, N. S. M. (2008).
The role of desiccation tolerance in determining tree species distri-
butions along the Malay-Thai Peninsula. Functional Ecology, 22(2),
221-231. https://doi.org/10.1111/j.1365-2435.2007.01374.x

Barney, J. N., & DiTomaso, J. M. (2011). Global climate niche estimates for
bioenergy crops and invasive species of agronomic origin: Potential
problems and opportunities. PLoS ONE, 6(3), e17222. https://doi.
org/10.1371/journal.pone.0017222

Bartlett, M. K., Scoffoni, C., Ardy, R., Zhang, Y., Sun, S., Cao, K., &
Sack, L. (2012). Rapid determination of comparative drought tol-
erance traits: Using an osmometer to predict turgor loss point.
Methods in Ecology and Evolution, 3(5), 880-888. https://doi.
org/10.1111/j.2041-210X.2012.00230.x

Bartlett, M. K., Scoffoni, C., & Sack, L. (2012). The determinants of leaf
turgor loss point and prediction of drought tolerance of species and
biomes: A global meta-analysis. Ecology Letters, 15(5), 393-405.
https://doi.org/10.1111/j.1461-0248.2012.01751.x

Blackman, C. J., Gleason, S. M., Chang, Y., Cook, A. M., Laws, C., &
Westoby, M. (2014). Leaf hydraulic vulnerability to drought is linked
to site water availability across a broad range of species and cli-
mates. Annals of Botany, 114(3), 435-440. https://doi.org/10.1093/
aob/mcul31

Bonetti, M. F., & Wiens, J. J. (2014). Evolution of climatic niche special-
ization: A phylogenetic analysis in amphibians. Proceedings of the
Royal Society B: Biological Sciences, 281(1795), 20133229. https://
doi.org/10.1098/rspb.2013.3229

Bounoua, L., Hall, F. G, Sellers, P. J., Kumar, A., Collatz, G. J., Tucker, C. J.,
& Imhoff, M. L. (2010). Quantifying the negative feedback of veg-
etation to greenhouse warming: A modeling approach. Geophysical
Research Letters, 37(23), L23701. https://doi.org/10.1029/2010G
L045338

Boyce, C. K., Brodribb, T. J., Feild, T. S., & Zwieniecki, M. A. (2009).
Angiosperm leaf vein evolution was physiologically and envi-
ronmentally transformative. Proceedings of the Royal Society B:
Biological Sciences, 276(1663), 1771-1776. https://doi.org/10.1098/
rspb.2008.1919

Boyce, C. K., & Lee, J.-E. (2010). An exceptional role for flowering plant
physiology in the expansion of tropical rainforests and biodiversity.
Proceedings of the Royal Society B: Biological Sciences, 277(1699),
3437-3443. https://doi.org/10.1098/rspb.2010.0485

Brodribb, T. J. (2017). Progressing from ‘functional’ to mechanistic traits.
New Phytologist, 215(1), 9-11. https://doi.org/10.1111/nph.14620

Brodribb, T. J.,, McAdam, S. A. M., Jordan, G. J., & Martins, S. C. V. (2014).
Conifer species adapt to low-rainfall climates by following one of
two divergent pathways. Proceedings of the National Academy of
Sciences of the United States of America, 111(40), 14489-14493.
https://doi.org/10.1073/pnas.1407930111

Brown, J. H. (1984). On the relationship between abundance and distri-
bution of species. The American Naturalist, 124(2), 255-279.

Browne, L., Wright, J. W., Fitz-Gibbon, S., Gugger, P. F., & Sork, V. L.
(2019). Adaptational lag to temperature in valley oak (Quercus lo-
bata) can be mitigated by genome-informed assisted gene flow.
Proceedings of the National Academy of Sciences of the United States
of America, 116(50), 25179-25185. https://doi.org/10.1073/pnas.
1908771116

Brum, F. T., Graham, C. H., Costa, G. C., Hedges, S. B., Penone, C.,
Radeloff, V. C., Rondinini, C., Loyola, R., & Davidson, A. D. (2017).
Global priorities for conservation across multiple dimensions
of mammalian diversity. Proceedings of the National Academy of
Sciences of the United States of America, 114(29), 7641-7646. https://
doi.org/10.1073/pnas.1706461114

Buckley, R. C., Corlett, R. T., & Grubb, P. J. (1980). Are the xeromorphic
trees of tropical upper montane rain forests drought-resistant?
Biotropica, 12(2), 124-136. https://doi.org/10.2307/2387728

Buckley, T. N., & Roberts, D. W. (2006). DESPOT, a process-based tree
growth model that allocates carbon to maximize carbon gain.
Tree Physiology, 26(2), 129-144. https://doi.org/10.1093/treephys/
26.2.129

Burnham, K. P., & Anderson, D. R. (2010). Model selection and multi-
model inference: A practical information-theoretic approach (2nd ed.).
Springer.

Chamberlain, S., Ram, K., Mcglinn, D., & Barve, V. (2019). rgbif: A pro-
grammatic interface to the Web Service methods provided by the
Global Biodiversity Information Facility (R package version 1.0.2).
[Computer software].

Chave, J.,, Coomes, D., Jansen, S., Lewis, S. L., Swenson, N. G., &
Zanne, A. E. (2009). Towards a worldwide wood econom-
ics spectrum. Ecology Letters, 12(4), 351-366. https://doi.
org/10.1111/j.1461-0248.2009.01285.x

Chen, Z., Grossfurthner, L., Loxterman, J. L., Masingale, J., Richardson,
B. A., Seaborn, T., Smith, B., Waits, L. P., & Narum, S. R. (2022).
Applying genomics in assisted migration under climate change:
Framework, empirical applications, and case studies. Evolutionary
Applications, 15(1), 3-21. https://doi.org/10.1111/eva.13335

Chevan, A., & Sutherland, M. (1991). Hierarchical partitioning. The
American Statistician, 45, 90-96.

Cochrane, A., Hoyle, G. L., Yates, C. J.,, Neeman, T., & Nicotra, A. B.
(2016). Variation in plant functional traits across and within four
species of Western Australian Banksia (Proteaceae) along a natural
climate gradient: Variation in plant functional traits. Austral Ecology,
41(8), 886-896. https://doi.org/10.1111/aec.12381

Cornwell, W. K., & Ackerly, D. D. (2009). Community assembly and shifts
in plant trait distributions across an environmental gradient in
coastal California. Ecological Monographs, 79(1), 109-126. https://
doi.org/10.1890/07-1134.1

Cornwell, W. K., Schwilk, D. W., & Ackerly, D. D. (2006). A trait-based
test for habitat filtering: Convex hull volume. Ecology, 87(6), 1465-
1471. https://doi.org/10.1890/0012-9658(2006)87[1465:ATTFH
F]2.0.CO;2

Costa-Saura, J. M., Martinez-Vilalta, J., Trabucco, A., Spano, D., & Mereu,
S. (2016). Specific leaf area and hydraulic traits explain niche seg-
regation along an aridity gradient in Mediterranean woody species.
Perspectives in Plant Ecology, Evolution and Systematics, 21, 23-30.
https://doi.org/10.1016/j.ppees.2016.05.001

Crous, K. Y.(2019). Plant responses to climate warming: Physiological ad-
justments and implications for plant functioning in a future, warmer
world. American Journal of Botany, 106(8), 1049-1051. https://doi.
org/10.1002/ajb2.1329

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:


https://doi.org/10.1086/429564
https://doi.org/10.1073/pnas.1904747116
https://doi.org/10.1111/gcb.12712
https://doi.org/10.1111/gcb.12712
https://doi.org/10.1038/s41586-021-03370-0
https://doi.org/10.1111/j.1365-2435.2007.01374.x
https://doi.org/10.1371/journal.pone.0017222
https://doi.org/10.1371/journal.pone.0017222
https://doi.org/10.1111/j.2041-210X.2012.00230.x
https://doi.org/10.1111/j.2041-210X.2012.00230.x
https://doi.org/10.1111/j.1461-0248.2012.01751.x
https://doi.org/10.1093/aob/mcu131
https://doi.org/10.1093/aob/mcu131
https://doi.org/10.1098/rspb.2013.3229
https://doi.org/10.1098/rspb.2013.3229
https://doi.org/10.1029/2010GL045338
https://doi.org/10.1029/2010GL045338
https://doi.org/10.1098/rspb.2008.1919
https://doi.org/10.1098/rspb.2008.1919
https://doi.org/10.1098/rspb.2010.0485
https://doi.org/10.1111/nph.14620
https://doi.org/10.1073/pnas.1407930111
https://doi.org/10.1073/pnas.1908771116
https://doi.org/10.1073/pnas.1908771116
https://doi.org/10.1073/pnas.1706461114
https://doi.org/10.1073/pnas.1706461114
https://doi.org/10.2307/2387728
https://doi.org/10.1093/treephys/26.2.129
https://doi.org/10.1093/treephys/26.2.129
https://doi.org/10.1111/j.1461-0248.2009.01285.x
https://doi.org/10.1111/j.1461-0248.2009.01285.x
https://doi.org/10.1111/eva.13335
https://doi.org/10.1111/aec.12381
https://doi.org/10.1890/07-1134.1
https://doi.org/10.1890/07-1134.1
https://doi.org/10.1890/0012-9658(2006)87%5B1465:ATTFHF%5D2.0.CO;2
https://doi.org/10.1890/0012-9658(2006)87%5B1465:ATTFHF%5D2.0.CO;2
https://doi.org/10.1016/j.ppees.2016.05.001
https://doi.org/10.1002/ajb2.1329
https://doi.org/10.1002/ajb2.1329

MEDEIROS ET AL.

Functional Ecology 2803

Csilléry, K., Buchmann, N., & Fady, B. (2020). Adaptation to drought
is coupled with slow growth, but independent from phenology
in marginal silver fir (Abies alba Mill.) populations. Evolutionary
Applications, 13(9), 2357-2376. https://doi.org/10.1111/eva.13029

Cunningham, S. A., Summerhayes, B., & Westoby, M. (1999). Evolutionary
divergences in leaf structure and chemistry, comparing rainfall and soil
nutrient gradients. Ecological Monographs, 69(4), 569-588. https://doi.
org/10.1890/0012-9615(1999)069[0569:EDILSA]2.0.CO;2

de la Riva, E. G., Olmo, M., Poorter, H., Ubera, J. L., & Villar, R. (2016).
Leaf mass per area (LMA) and its relationship with leaf structure
and anatomy in 34 Mediterranean woody species along a water
availability gradient. PLoS ONE, 11(2), e0148788. https://doi.
org/10.1371/journal.pone.0148788

DeAngelis, D. L., & Waterhouse, J. C. (1987). Equilibrium and nonequi-
librium concepts in ecological models. Ecological Monographs, 57(1),
1-21. https://doi.org/10.2307/1942636

Dobzhansky, T. (1950). Evolution in the tropics. American Scientist, 38(2),
208-221.

Dunbar-Co, S., Sporck, M. J., & Sack, L. (2009). Leaf trait diversification
and design in seven rare taxa of the Hawaiian Plantago radiation.
International Journal of Plant Sciences, 170(1), 61-75. https://doi.
org/10.1086/593111

Edwards, E. J. (2006). Correlated evolution of stem and leaf hydraulic
traits in Pereskia (Cactaceae). New Phytologist, 172(3), 479-789.
https://doi.org/10.1111/j.1469-8137.2006.01850.x

Enquist, B. J., Norberg, J., Bonser, S. P., Violle, C., Webb, C. T., Henderson,
A., Sloat, L. L., & Savage, V. M. (2015). Scaling from traits to eco-
systems. In Advances in ecological research (Vol. 52, pp. 249-318).
Elsevier. https://doi.org/10.1016/bs.aecr.2015.02.001

Evans, G. C. (1973). The quantitative analysis of plant growth. University
of California Press.

Falster, D. S., Brannstrom, A., Westoby, M., & Dieckmann, U. (2017).
Multitrait successional forest dynamics enable diverse compet-
itive coexistence. Proceedings of the National Academy of Sciences
of the United States of America, 114(13), E2719-E2728. https://doi.
org/10.1073/pnas.1610206114

Fang, Z., Li, D.-D., Jiao, F., Yao, J., & Du, H.-T. (2019). The latitudinal pat-
terns of leaf and soil C:N:P stoichiometry in the loess plateau of
China. Frontiers in Plant Science, 10, 85. https://doi.org/10.3389/
fpls.2019.00085

Farquhar, G. D., Ehleringer, J. R., & Hubick, K. T. (1989). Carbon iso-
tope discrimination and photosynthesis. Annual Review in Plant
Physiology and Plant Molecular Biology, 40, 503-537.

Farquhar, G. D., & Richards, R. A. (1984). Isotopic composition of plant
carbon correlates with water-use efficiency of wheat genotypes.
Australian Journal of Plant Physiology, 11(6), 539-552. https://doi.
org/10.1071/PP9840539

Felsenstein, J. (1985). Phylogenies and the comparative method. The
American Naturalist, 125(1), 1-15. https://doi.org/10.1086/284325

Field, C., & Mooney, H. A. (1986). The photosynthesis-nitrogen relation-
ships in wild plants. In On the economy of plant form and function (pp.
25-55). Cambridge University Press.

Fletcher, L. R., Cui, H., Callahan, H., Scoffoni, C., John, G. P,, Bartlett, M. K.,
Burge, D. O., & Sack, L. (2018). Evolution of leaf structure and drought
tolerance in species of Californian Ceanothus. American Journal of
Botany, 105(10), 1672-1687. https://doi.org/10.1002/ajb2.1164

Foden, W. B., Butchart, S. H. M., Stuart, S. N., Vié, J.-C., Akcakaya, H. R.,
Angulo, A., DeVantier, L. M., Gutsche, A., Turak, E., Cao, L., Donner,
S.D., Katariya, V., Bernard, R., Holland, R. A., Hughes, A. F., O'Hanlon,
S.E., Garnett, S. T., Sekercioglu, C. H., & Mace, G. M. (2013). Identifying
the world's most climate change vulnerable species: A systematic
trait-based assessment of all birds, amphibians and corals. PLoS ONE,
8(6), €65427. https://doi.org/10.1371/journal.pone.0065427

Forestry Commission. (2020). Managing England's woodlands in a climate
emergency: A guide to help foresters and agents implement adaptation
actions (p. 16). Forestry Comission.

Freckleton, R. P., Harvey, P. H., & Pagel, M. (2002). Phylogenetic analysis
and comparative data: A test and review of evidence. The American
Naturalist, 160(6), 712-726. https://doi.org/10.1086/343873

Freyman, W. A., & Thornhill, A. H. (2016). Matrix maker [computer soft-
ware]. https://github.com/wf8/matrixmaker

Fyllas, N. M., Michelaki, C., Galanidis, A., Evangelou, E., Zaragoza-
Castells, J., Dimitrakopoulos, P. G., Tsadilas, C., Arianoutsou, M.,
& Lloyd, J. (2020). Functional trait variation among and within
species and plant functional types in mountainous mediterranean
forests. Frontiers in Plant Science, 11, 212. https://doi.org/10.3389/
fpls.2020.00212

Gelman, A., & Hill, J. (2007). Linear regression: The basics. In R. M.
Alvarez, N. L. Beck, & L. L. Wu (Eds.), Data analysis using regression
and multilevel/hierarchical models (pp. 31-49). Cambridge University
Press.

Gibson, A. C. (1998). Photosynthetic organs of desert plants. Bioscience,
48(11), 911-920. https://doi.org/10.2307/1313295

Gleason, S. M., Westoby, M., Jansen, S., Choat, B., Hacke, U. G., Pratt,
R. B., Bhaskar, R., Brodribb, T. J., Bucci, S. J., Cao, K.-F., Cochard,
H., Delzon, S., Domec, J.-C., Fan, Z.-X., Feild, T. S., Jacobsen, A. L.,
Johnson, D. M,, Lens, F., Maherali, H., ... Zanne, A. E. (2016). Weak
tradeoff between xylem safety and xylem-specific hydraulic ef-
ficiency across the world's woody plant species. New Phytologist,
209(1), 123-136. https://doi.org/10.1111/nph.13646

Gouy, M., Guindon, S., & Gascuel, O. (2010). SeaView version 4: A mul-
tiplatform graphical user interface for sequence alignment and
phylogenetic tree building. Molecular Biology and Evolution, 27(2),
221-224. https://doi.org/10.1093/molbev/msp259

Greenwood, D. R. (2007). Fossil angiosperm leaves and climate: From
Wolfe and Dilcher to Burnham and Wilf. Courier Forschungsinstitut
Senckenberg, 258, 95-108.

Greenwood, S., Ruiz-Benito, P., Martinez-Vilalta, J., Lloret, F., Kitzberger,
T., Allen, C. D., Fensham, R., Laughlin, D. C., Kattge, J., Bonisch,
G., Kraft, N. J. B., & Jump, A. S. (2017). Tree mortality across bi-
omes is promoted by drought intensity, lower wood density and
higher specific leaf area. Ecology Letters, 20(4), 539-553. https://
doi.org/10.1111/ele.12748

Griffin-Nolan, R. J., Ocheltree, T. W., Mueller, K. E., Blumenthal, D. M,
Kray, J. A., & Knapp, A. K. (2019). Extending the osmometer method
for assessing drought tolerance in herbaceous species. Oecologia,
189, 353-363.

Grubb, P. J. (1977). The maintenance of species-richness in plant commu-
nities: The importance of the regeneration niche. Biological Reviews,
52(1), 107-145. https://doi.org/10.1111/j.1469-185X.1977.tb01347.x

Grubb, P. J. (1998). A reassessment of the strategies of plants which cope
with shortages of resources. Perspectives in Plant Ecology, Evolution and
Systematics, 1(1), 3-31. https://doi.org/10.1078/1433-8319-00049

Hacke, U. G., Sperry, J. S., Pockman, W. T., Davis, S. D., & McCulloh,
K. A. (2001). Trends in wood density and structure are linked to
prevention of xylem implosion by negative pressure. Oecologia,
126(4), 457-461. https://doi.org/10.1007/s004420100628

Hanski, ., Kouki, J., & Halkka, A. (1993). Three explanations of the pos-
itive relationship between distribution and abundance of species.
In Species diversity in ecological communities: Historical and geo-
graphical perspectives (pp. 108-116). The University of Chicago
Press.

Harmon, L. J. (2019). Phylogenetic comparative methods. https://open.
umn.edu/opentextbooks/textbooks/691

Harrison, S. (1997). How natural habitat patchiness affects the distribution
of diversity in Californian serpentine chaparral. Ecology, 78(6), 1898-
1906. https://doi.org/10.1890/0012-9658(1997)078[1898:HNHPAT]
2.0.C0O;2

He, J.-S., Wang, Z., Wang, X., Schmid, B., Zuo, W., Zhou, M., Zheng, C.,
Wang, M., & Fang, J. (2006). A test of the generality of leaf trait
relationships on the Tibetan Plateau. New Phytologist, 170(4), 835-
848. https://doi.org/10.1111/j.1469-8137.2006.01704.x

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:


https://doi.org/10.1111/eva.13029
https://doi.org/10.1890/0012-9615(1999)069%5B0569:EDILSA%5D2.0.CO;2
https://doi.org/10.1890/0012-9615(1999)069%5B0569:EDILSA%5D2.0.CO;2
https://doi.org/10.1371/journal.pone.0148788
https://doi.org/10.1371/journal.pone.0148788
https://doi.org/10.2307/1942636
https://doi.org/10.1086/593111
https://doi.org/10.1086/593111
https://doi.org/10.1111/j.1469-8137.2006.01850.x
https://doi.org/10.1016/bs.aecr.2015.02.001
https://doi.org/10.1073/pnas.1610206114
https://doi.org/10.1073/pnas.1610206114
https://doi.org/10.3389/fpls.2019.00085
https://doi.org/10.3389/fpls.2019.00085
https://doi.org/10.1071/PP9840539
https://doi.org/10.1071/PP9840539
https://doi.org/10.1086/284325
https://doi.org/10.1002/ajb2.1164
https://doi.org/10.1371/journal.pone.0065427
https://doi.org/10.1086/343873
https://github.com/wf8/matrixmaker
https://doi.org/10.3389/fpls.2020.00212
https://doi.org/10.3389/fpls.2020.00212
https://doi.org/10.2307/1313295
https://doi.org/10.1111/nph.13646
https://doi.org/10.1093/molbev/msp259
https://doi.org/10.1111/ele.12748
https://doi.org/10.1111/ele.12748
https://doi.org/10.1111/j.1469-185X.1977.tb01347.x
https://doi.org/10.1078/1433-8319-00049
https://doi.org/10.1007/s004420100628
https://open.umn.edu/opentextbooks/textbooks/691
https://open.umn.edu/opentextbooks/textbooks/691
https://doi.org/10.1890/0012-9658(1997)078%5B1898:HNHPAT%5D2.0.CO;2
https://doi.org/10.1890/0012-9658(1997)078%5B1898:HNHPAT%5D2.0.CO;2
https://doi.org/10.1111/j.1469-8137.2006.01704.x

2804 | Functional Ecology

FUNCTIONAL ECOLOGY

He, N., Li, Y., Liu, C., Xu, L., Li, M., Zhang, J., He, J., Tang, Z., Han, X., Ye,
Q., Xiao, C., Yu, Q,, Liu, S., Sun, W., Niu, S., Li, S., Sack, L., & Yu, G.
(2020). Plant trait networks: Improved resolution of the dimension-
ality of adaptation. Trends in Ecology & Evolution, 35(10), 908-918.
https://doi.org/10.1016/j.tree.2020.06.003

Hengl, T., Mendes de Jesus, J., Heuvelink, G. B. M., Ruiperez Gonzalez,
M., Kilibarda, M., Blagoti¢, A., Shangguan, W., Wright, M. N.,
Geng, X., Bauer-Marschallinger, B., Antonio Guevara, M., Vargas,
R., MacMillan, R. A., Batjes, N. H., Leenaars, J. G. B., Ribeiro, E.,
Wheeler, |., Mantel, S., & Kemper, B. (2017). SoilGrids250m: Global
gridded soil information based on machine learning. PLoS ONE,
12(2), e0169748.

Henry, C., John, G. P,, Pan, R., Bartlett, M. K., Fletcher, L. R., Scoffoni, C.,
& Sack, L. (2019). A stomatal safety-efficiency trade-off constrains
responses to leaf dehydration. Nature Communications, 10(1), 3398.
https://doi.org/10.1038/s41467-019-11006-1

Hijmans, R. J., Cameron, S. E., Parra, J. L., Jones, P. G., & Jarvis, A. (2005).
Very high resolution interpolated climate surfaces for global land
areas. International Journal of Climatology, 25(15), 1965-1978.
https://doi.org/10.1002/joc.1276

Hijmans, R. J., Phillips, S., Leathwick, J., & Elith, J. (2011). Package ‘dismo’.
(R package version 1.1-4) [R]. http://cran.r-project.org/web/packa
ges/dismo/index.html

Hijmans, R. J., & van Etten, J. (2012). raster: Geographic analysis and mod-
eling with raster data (R package version 2.0-12) [R]. http://CRAN.R-
project.org/package=raster

Hort, A. (1948). Theophrastus: Enquiry into plants (Vol. ). Harvard
University Press.

Hu, J., Moore, D. J. P, & Monson, R. K. (2009). Weather and climate con-
trols over the seasonal carbon isotope dynamics of sugars from
subalpine forest trees. Plant, Cell & Environment, 33, 35-47. https://
doi.org/10.1111/j.1365-3040.2009.02049.x

Hultine, K. R., & Marshall, J. D. (2000). Altitude trends in conifer leaf
morphology and stable carbon isotope composition. Oecologia,
123(1), 32-40. https://doi.org/10.1007/s004420050986

Jager, M. M., Richardson, S. J., Bellingham, P. J., Clearwater, M. J., &
Laughlin, D. C. (2015). Soil fertility induces coordinated responses
of multiple independent functional traits. Journal of Ecology, 103(2),
374-385. https://doi.org/10.1111/1365-2745.12366

Jepson Flora Project. (2021). Jepson eFlora. Jepson EFlora. https://uc-
jeps.berkeley.edu/eflora/

John, G. P, Scoffoni, C., Buckley, T. N., Villar, R., Poorter, H., Sack, L.,
& Maherali, H. (2017). The anatomical and compositional basis of
leaf mass per area. Ecology Letters, 20(4), 412-425. https://doi.
org/10.1111/ele.12739

Kaklamanos, G., Aprea, E., & Theodoridis, G. (2020). Mass spectrome-
try: Principles and instrumentation. In Y. Pico (Ed.), Chemical anal-
ysis of food (2nd ed., pp. 525-552). Academic Press. https://doi.
org/10.1016/B978-0-12-813266-1.00011-5

Keenan, R. J. (2015). Climate change impacts and adaptation in forest
management: A review. Annals of Forest Science, 72(2), 145-167.
https://doi.org/10.1007/s13595-014-0446-5

Kichenin, E., Wardle, D. A., Peltzer, D. A., Morse, C. W., & Freschet, G.
T. (2013). Contrasting effects of plant inter- and intraspecific vari-
ation on community-level trait measures along an environmen-
tal gradient. Functional Ecology, 27(5), 1254-1261. https://doi.
org/10.1111/1365-2435.12116

King, D. A., Davies, S. J., & Noor, N. S. M. (2006). Growth and mortality
are related to adult tree size in a Malaysian mixed dipterocarp for-
est. Forest Ecology and Management, 223(1-3), 152-158. https://doi.
org/10.1016/j.foreco.2005.10.066

Koch, G. W,, Sillett, S. C., Jennings, G. M., & Davis, S. D. (2004). The
limits to tree height. Nature, 428(6985), 851-854. https://doi.
org/10.1038/nature02417

Konings, A. G., Saatchi, S. S., Frankenberg, C., Keller, M., Leshyk, V.,
Anderegg, W. R. L., Humphrey, V., Matheny, A. M., Trugman, A.,

Sack, L., Agee, E., Barnes, M. L., Binks, O., Cawse-Nicholson, K.,
Christoffersen, B. O., Entekhabi, D., Gentine, P., Holtzman, N. M,
Katul, G. G., ... Zuidema, P. A. (2021). Detecting forest response
to droughts with global observations of vegetation water content.
Global Change Biology, 27(23), 6005-6024. https://doi.org/10.1111/
gch.15872

Kraft, N. J. B., Godoy, O., & Levine, J. M. (2015). Plant functional traits
and the multidimensional nature of species coexistence. Proceedings
of the National Academy of Sciences of the United States of America,
112(3), 797-802. https://doi.org/10.1073/pnas.1413650112

Kraft, N. J. B, Valencia, R., & Ackerly, D. D. (2008). Functional traits
and niche-based tree community assembly in an Amazonian for-
est. Science, 322(5901), 580-582. https://doi.org/10.1126/scien
ce. 1160662

Kramp, R. E., Liancourt, P., Herberich, M. M., Saul, L., Weides, S.,
Tielborger, K., & Majekova, M. (2022). Functional traits and their
plasticity shift from tolerant to avoidant under extreme drought.
Ecology, 103(12), e3826. https://doi.org/10.1002/ecy.3826

Lamont, B. B., Groom, P. K., & Cowling, R. M. (2002). High leaf mass per
area of related species assemblages may reflect low rainfall and car-
bon isotope discrimination rather than low phosphorus and nitro-
gen concentrations. Functional Ecology, 16(3), 403-412. https://doi.
org/10.1046/j.1365-2435.2002.00631.x

Lancaster, L. T., & Humphreys, A. M. (2020). Global variation in the
thermal tolerances of plants. Proceedings of the National Academy
of Sciences of the United States of America, 117(24), 13580-13587.
https://doi.org/10.1073/pnas.1918162117

Laughlin, D. C., Gremer, J. R., Adler, P. B., Mitchell, R. M., & Moore, M.
M. (2020). The net effect of functional traits on fitness. Trends in
Ecology & Evolution, 35(11), 1037-1047. https://doi.org/10.1016/j.
tree.2020.07.010

Lavorel, S., & Garnier, E. (2002). Predicting changes in community com-
position and ecosystem functioning from plant traits: Revisiting the
holy grail. Functional Ecology, 16(5), 545-556.

Lee-Yaw, J. A., Kharouba, H. M., Bontrager, M., Mahony, C., Csergé, A.
M., Noreen, A. M. E,, Li, Q.,, Schuster, R., & Angert, A. L. (2016). A
synthesis of transplant experiments and ecological niche models
suggests that range limits are often niche limits. Ecology Letters,
19(6), 710-722. https://doi.org/10.1111/ele.12604

Leps, J., De Bello, F., Smilauer, P., & Dolezal, J. (2011). Community trait
response to environment: Disentangling species turnover vs intra-
specific trait variability effects. Ecography, 34(5), 856-863. https://
doi.org/10.1111/j.1600-0587.2010.06904.x

Li, Y., Liu, C., Sack, L., Xu, L., Li, M., Zhang, J., & He, N. (2022). Leaf trait
network architecture shifts with species-richness and climate
across forests at continental scale. Ecology Letters, 25(6), 1442-
1457. https://doi.org/10.1111/ele.14009

Liang, X., Ye, Q., Liu, H., & Brodribb, T. J. (2021). Wood density predicts
mortality threshold for diverse trees. New Phytologist, 229(6),
3053-3057. https://doi.org/10.1111/nph.17117

Liu, H., Gleason, S. M., Hao, G., Hua, L., He, P, Goldstein, G., & Ye, Q.
(2019). Hydraulic traits are coordinated with maximum plant height
at the global scale. Science Advances, 5(2), eaav1332. https://doi.
org/10.1126/sciadv.aav1332

Loiseau, N., Mouquet, N., Casajus, N., Grenié, M., Guéguen, M., Maitner,
B., Mouillot, D., Ostling, A., Renaud, J., Tucker, C., Velez, L.,
Thuiller, W., & Violle, C. (2020). Global distribution and conserva-
tion status of ecologically rare mammal and bird species. Nature
Communications, 11(1), 5071. https://doi.org/10.1038/s41467-020-
18779-w

Ma, S., He, F.,, Tian, D., Zou, D., Yan, Z., Yang, Y., Zhou, T., Huang, K., Shen,
H., & Fang, J. (2018). Variations and determinants of carbon con-
tent in plants: A global synthesis. Biogeosciences, 15(3), 693-702.
https://doi.org/10.5194/bg-15-693-2018

Markesteijn, L., Iraipi, J., Bongers, F., & Poorter, L. (2010). Seasonal vari-
ation in soil and plant water potentials in a Bolivian tropical moist

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:


https://doi.org/10.1016/j.tree.2020.06.003
https://doi.org/10.1038/s41467-019-11006-1
https://doi.org/10.1002/joc.1276
http://cran.r-project.org/web/packages/dismo/index.html
http://cran.r-project.org/web/packages/dismo/index.html
http://cran.r-project.org/package=raster
http://cran.r-project.org/package=raster
https://doi.org/10.1111/j.1365-3040.2009.02049.x
https://doi.org/10.1111/j.1365-3040.2009.02049.x
https://doi.org/10.1007/s004420050986
https://doi.org/10.1111/1365-2745.12366
https://ucjeps.berkeley.edu/eflora/
https://ucjeps.berkeley.edu/eflora/
https://doi.org/10.1111/ele.12739
https://doi.org/10.1111/ele.12739
https://doi.org/10.1016/B978-0-12-813266-1.00011-5
https://doi.org/10.1016/B978-0-12-813266-1.00011-5
https://doi.org/10.1007/s13595-014-0446-5
https://doi.org/10.1111/1365-2435.12116
https://doi.org/10.1111/1365-2435.12116
https://doi.org/10.1016/j.foreco.2005.10.066
https://doi.org/10.1016/j.foreco.2005.10.066
https://doi.org/10.1038/nature02417
https://doi.org/10.1038/nature02417
https://doi.org/10.1111/gcb.15872
https://doi.org/10.1111/gcb.15872
https://doi.org/10.1073/pnas.1413650112
https://doi.org/10.1126/science.1160662
https://doi.org/10.1126/science.1160662
https://doi.org/10.1002/ecy.3826
https://doi.org/10.1046/j.1365-2435.2002.00631.x
https://doi.org/10.1046/j.1365-2435.2002.00631.x
https://doi.org/10.1073/pnas.1918162117
https://doi.org/10.1016/j.tree.2020.07.010
https://doi.org/10.1016/j.tree.2020.07.010
https://doi.org/10.1111/ele.12604
https://doi.org/10.1111/j.1600-0587.2010.06904.x
https://doi.org/10.1111/j.1600-0587.2010.06904.x
https://doi.org/10.1111/ele.14009
https://doi.org/10.1111/nph.17117
https://doi.org/10.1126/sciadv.aav1332
https://doi.org/10.1126/sciadv.aav1332
https://doi.org/10.1038/s41467-020-18779-w
https://doi.org/10.1038/s41467-020-18779-w
https://doi.org/10.5194/bg-15-693-2018

MEDEIROS ET AL.

Functional Ecology | 2805

and dry forest. Journal of Tropical Ecology, 26(5), 497-508. https://
doi.org/10.1017/50266467410000271

Marks, C. O., & Lechowicz, M. J. (2006a). A holistic tree seedling
model for the investigation of functional trait diversity. Ecological
Modelling, 193(3-4), 141-181. https://doi.org/10.1016/j.ecolm
0del.2005.09.011

Marks, C. O., & Lechowicz, M. J. (2006b). Alternative designs and the
evolution of functional diversity. The American Naturalist, 167(1),
55-66.

McDowell, N. G., Allen, C. D., & Marshall, L. (2010). Growth, carbon-
isotope discrimination, and drought-associated mortality across
a Pinus ponderosa elevational transect: Chronic water stress and
ponderosa pine mortality. Global Change Biology, 16(1), 399-415.
https://doi.org/10.1111/j.1365-2486.2009.01994.x

McGill, B., Enquist, B., Weiher, E., & Westoby, M. (2006). Rebuilding com-
munity ecology from functional traits. Trends in Ecology & Evolution,
21(4), 178-185. https://doi.org/10.1016/j.tree.2006.02.002

Medeiros, C. D., Henry, C., Trueba, S., Anghel, I., Guerrero, S. D. D. d.
L., Pivovaroff, A, Fletcher, L. R., John, G. P, Lutz, J. A., Mendez
Alonzo, R., & Sack, L. (2023). Data from: Predicting plant species
climate preferences on the basis of mechanistic traits. Dryad Digital
Repository. https://doi.org/10.5061/dryad.cnp5hqcbh2

Medeiros, C. D., Scoffoni, C., John, G. P, Bartlett, M. K., Inman-Narahari,
F., Ostertag, R., Cordell, S., Giardina, C., & Sack, L. (2019). An ex-
tensive suite of functional traits distinguishes Hawaiian wet and
dry forests and enables prediction of species vital rates. Functional
Ecology, 33(4), 712-734. https://doi.org/10.1111/1365-2435.13229

Merchant, T. K., Henn, J. J., de Silva, |., Van Cleemput, E., & Suding, K.
N. (2023). Four reasons why functional traits are not being used
in restoration practice. Restoration Ecology, 31, €13788. https://doi.
org/10.1111/rec.13788

Mitchell, N., Carlson, J. E., & Holsinger, K. E. (2018). Correlated evolution
between climate and suites of traits along a fast-slow continuum
in the radiation of Protea. Ecology and Evolution, 8(3), 1853-1866.
https://doi.org/10.1002/ece3.3773

Moles, A. T., Perkins, S. E., Laffan, S. W., Flores-Moreno, H., Awasthy, M.,
Tindall, M. L., Sack, L., Pitman, A., Kattge, J., Aarssen, L. W., Anand,
M., Bahn, M., Blonder, B., Cavender-Bares, J., Cornelissen, J. H. C.,
Cornwell, W. K., Diaz, S., Dickie, J. B., Freschet, G. T,, ... Bonser, S.
P. (2014). Which is a better predictor of plant traits: Temperature
or precipitation? Journal of Vegetation Science, 25(5), 1167-1180.
https://doi.org/10.1111/jvs.12190

Moles, A. T., Warton, D. I., Warman, L., Swenson, N. G., Laffan, S. W.,
Zanne, A. E., Pitman, A., Hemmings, F. A., & Leishman, M. R. (2009).
Global patterns in plant height. Journal of Ecology, 97(5), 923-932.
https://doi.org/10.1111/j.1365-2745.2009.01526.x

Mooney, H. A., & Dunn, E. L. (1970). Convergent evolution of mediterranean-
climate evergreen sclerophyll shrubs. Evolution, 24(2), 292-303.
https:/doi.org/10.1111/j.1558-5646.1970.tb01762.x

NOAA Global Monitoring Laboratory. (2018). NOAA global greenhouse
gas reference network. Earth System Research Laboratories. https://
www.esrl.noaa.gov/gmd/dv/data/

Ohlemdiller, R., Anderson, B. J., Araujo, M. B., Butchart, S. H. M., Kudrna,
0., Ridgely,R.S., & Thomas, C. D.(2008). The coincidence of climatic
and species rarity: High risk to small-range species from climate
change. Biology Letters, 4(5), 568-572. https://doi.org/10.1098/
rsbl.2008.0097

Opedal, @. H., Armbruster, W. S., & Graae, B. J. (2015). Linking small-scale
topography with microclimate, plant species diversity and intra-
specific trait variation in an alpine landscape. Plant Ecology & Diversity,
8(3), 305-315. https://doi.org/10.1080/17550874.2014.987330

Ordonez, J. C., van Bodegom, P. M., Witte, J.-P. M., Wright, I. J., Reich,
P. B., & Aerts, R. (2009). A global study of relationships be-
tween leaf traits, climate and soil measures of nutrient fertil-
ity. Global Ecology and Biogeography, 18(2), 137-149. https://doi.
org/10.1111/j.1466-8238.2008.00441.x

Orme, D., Freckleton, R., Thomas, G., Petzoldt, T., Fritz, S., Isaac, N., &
Pearse, W. (2018). caper: Comparative analyses of phylogenetics and
evolution in R (R package version 1.0.1) [computer software].

Paradis, E., & Schliep, K. (2019). ape 5.0: An environment for modern
phylogenetics and evolutionary analyses in R. Bioinformatics, 35(3),
526-528. https://doi.org/10.1093/bioinformatics/bty633

Parkhurst, D. F., & Loucks, O. L. (1972). Optimal leaf size in relation
to environment. The Journal of Ecology, 60(2), 505. https://doi.
org/10.2307/2258359

Pearson, R. G., & Dawson, T. P. (2003). Predicting the impacts of cli-
mate change on the distribution of species: Are bioclimate en-
velope models useful? Evaluating bioclimate envelope models.
Global Ecology and Biogeography, 12(5), 361-371. https://doi.
org/10.1046/j.1466-822X.2003.00042.x

Pellegrini, A. F. A., Anderegg, L., Pinto-Ledezma, J. N., Cavender-Bares,
J., Hobbie, S. E., & Reich, P. B. (2023). Consistent physiological, eco-
logical and evolutionary effects of fire regime on conservative leaf
economics strategies in plant communities. Ecology Letters, 26(4),
597-608. https://doi.org/10.1111/ele.14182

Peppe, D. J,, Royer, D. L., Cariglino, B., Oliver, S. Y., Newman, S.,
Leight, E., Enikolopov, G., Fernandez-Burgos, M., Herrera, F.,
Adams, J. M., Correa, E., Currano, E. D., Erickson, J. M., Hinojosa,
L. F.,, Hoganson, J. W., Iglesias, A., Jaramillo, C. A., Johnson, K.
R., Jordan, G. J., ... Wright, I. J. (2011). Sensitivity of leaf size
and shape to climate: Global patterns and paleoclimatic ap-
plications. The New Phytologist, 190(3), 724-739. https://doi.
org/10.1111/j.1469-8137.2010.03615.x

Perez, T. M., & Feeley, K. J. (2021). Weak phylogenetic and climatic sig-
nals in plant heat tolerance. Journal of Biogeography, 48, 91-100.

Pérez-Harguindeguy, N., Diaz, S., Garnier, E., Lavorel, S., Poorter, H.,
Jaureguiberry, P., Bret-Harte, M. S., Cornwell, W. K., Craine, J. M.,
Gurvich, D. E., Urcelay, C., Veneklaas, E. J., Reich, P. B., Poorter,
L., Wright, 1. J., Ray, P, Enrico, L., Pausas, J. G., de Vos, A. C,, ...
Cornelissen, J. H. C. (2013). New handbook for standardised mea-
surement of plant functional traits worldwide. Australian Journal of
Botany, 61(3), 167. https://doi.org/10.1071/bt12225

Pérez-Ramos, |. M., Matias, L., Gémez-Aparicio, L., & Godoy, O. (2019).
Functional traits and phenotypic plasticity modulate species coexis-
tence across contrasting climatic conditions. Nature Communications,
10(1), 2555. https://doi.org/10.1038/s41467-019-10453-0

Peters, M. P., Prasad, A. M., Matthews, S. N., & Iverson, L. R. (2020).
Climate change tree atlas, version 4. U.S. Forest Service, Northern
Research Station and Northern Institute of Applied Climate Science,
Delaware, OH. Forest Service. https://www.fs.usda.gov/nrs/atlas

Peterson, A. T. (1999). Conservatism of ecological niches in evolution-
ary time. Science, 285(5431), 1265-1267. https://doi.org/10.1126/
science.285.5431.1265

Peterson, A. T., Soberén, J., Pearson, R. G., Anderson, R. P., Martinez-
Meyer, E., Nakamura, M., & Araujo, M. B. (2012). Ecological niches
and geographic distributions (MPB-49). Princeton University Press.
https://doi.org/10.1515/9781400840670

Poorter, L., Wright, S. J., Paz, H., Ackerly, D. D., Condit, R., Ibarra-Manriquez,
G., Harms, K. E., Licona, J. C., Martinez-Ramos, M., Mazer, S. J.,
Muller-Landau, H. C., Pefia-Claros, M., Webber, C. O., & Wright, I. J.
(2008). Are functional traits good predictors of demographic rates?
Evidence from five neotropical forests. Ecology, 89, 1908-1920.

Preston, K. A., Cornwell, W. K., & DeNoyer, J. L. (2006). Wood density
and vessel traits as distinct correlates of ecological strategy in 51
California coast range angiosperms. New Phytologist, 170(4), 807-
818. https://doi.org/10.1111/j.1469-8137.2006.01712.x

R Core Team. (2018). R: a language and environment for statistical com-
puting (R version 3.4.4) [computer software]. R Foundation for
Statistical Computing. https://www.R-project.org/

R Core Team. (2020). R: a language and environment for statistical com-
puting (R version 4.0.2) [computer software]. R Foundation for
Statistical Computing. https://www.R-project.org/

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:


https://doi.org/10.1017/S0266467410000271
https://doi.org/10.1017/S0266467410000271
https://doi.org/10.1016/j.ecolmodel.2005.09.011
https://doi.org/10.1016/j.ecolmodel.2005.09.011
https://doi.org/10.1111/j.1365-2486.2009.01994.x
https://doi.org/10.1016/j.tree.2006.02.002
https://doi.org/10.5061/dryad.cnp5hqcb2
https://doi.org/10.1111/1365-2435.13229
https://doi.org/10.1111/rec.13788
https://doi.org/10.1111/rec.13788
https://doi.org/10.1002/ece3.3773
https://doi.org/10.1111/jvs.12190
https://doi.org/10.1111/j.1365-2745.2009.01526.x
https://doi.org/10.1111/j.1558-5646.1970.tb01762.x
https://www.esrl.noaa.gov/gmd/dv/data/
https://www.esrl.noaa.gov/gmd/dv/data/
https://doi.org/10.1098/rsbl.2008.0097
https://doi.org/10.1098/rsbl.2008.0097
https://doi.org/10.1080/17550874.2014.987330
https://doi.org/10.1111/j.1466-8238.2008.00441.x
https://doi.org/10.1111/j.1466-8238.2008.00441.x
https://doi.org/10.1093/bioinformatics/bty633
https://doi.org/10.2307/2258359
https://doi.org/10.2307/2258359
https://doi.org/10.1046/j.1466-822X.2003.00042.x
https://doi.org/10.1046/j.1466-822X.2003.00042.x
https://doi.org/10.1111/ele.14182
https://doi.org/10.1111/j.1469-8137.2010.03615.x
https://doi.org/10.1111/j.1469-8137.2010.03615.x
https://doi.org/10.1071/bt12225
https://doi.org/10.1038/s41467-019-10453-0
https://www.fs.usda.gov/nrs/atlas
https://doi.org/10.1126/science.285.5431.1265
https://doi.org/10.1126/science.285.5431.1265
https://doi.org/10.1515/9781400840670
https://doi.org/10.1111/j.1469-8137.2006.01712.x
https://www.r-project.org/
https://www.r-project.org/

2806 Functional Ecology

FUNCTIONAL ECOLOGY

Ramirez-Valiente, J. A., Lépez, R., Hipp, A. L., & Aranda, |. (2020).
Correlated evolution of morphology, gas exchange, growth rates
and hydraulics as a response to precipitation and temperature re-
gimes in oaks (Quercus). New Phytologist, 227(3), 794-809. https://
doi.org/10.1111/nph.16320

Reich, P. B. (2014). The world-wide ‘fast-slow’ plant economics spectrum:
A traits manifesto. Journal of Ecology, 102(2), 275-301. https://doi.
org/10.1111/1365-2745.12211

Reich, P. B., & Oleksyn, J. (2004). Global patterns of plant leaf N and P
in relation to temperature and latitude. Proceedings of the National
Academy of Sciences of the United States of America, 101(30), 11001~
11006. https://doi.org/10.1073/pnas.0403588101

Reich, P. B., Wright, I. J., Cavender-Bares, J., Craine, J. M., Oleksyn,
J., Westoby, M., & Walters, M. B. (2003). The evolution of plant
functional variation: Traits, spectra, and strategies. International
Journal of Plant Sciences, 164(S3), S143-S164. https://doi.org/
10.1086/374368

Riordan, E. C., Gillespie, T. W., Pitcher, L., Pincetl, S. S., Jenerette, G. D., &
Pataki, D. E. (2015). Threats of future climate change and land use to
vulnerable tree species native to Southern California. Environmental
Conservation, 42(2), 127-138. https://doi.org/10.1017/S0376
892914000265

Rosas, T., Mencuccini, M., Barba, J., Cochard, H., Saura-Mas, S., &
Martinez-Vilalta, J. (2019). Adjustments and coordination of
hydraulic, leaf and stem traits along a water availability gradi-
ent. New Phytologist, 223(2), 632-646. https://doi.org/10.1111/
nph.15684

Rowland, L., Oliveira, R. S., Bittencourt, P. R. L., Giles, A. L., Coughlin,
I., Costa, P. D. B., Domingues, T., Ferreira, L. V., Vasconcelos, S.
S., Junior, J. A. S., Oliveira, A. A. R, Da Costa, A. C. L., Meir, P.,
& Mencuccini, M. (2021). Plant traits controlling growth change in
response to a drier climate. New Phytologist, 229(3), 1363-1374.
https://doi.org/10.1111/nph.16972

Sack, L., & Buckley, T. N. (2020). Trait multi-functionality in plant stress
response. Integrative and Comparative Biology, 60(1), 98-112.
https://doi.org/10.1093/icb/icz152

Sack, L., Scoffoni, C., McKown, A. D., Frole, K., Rawls, M., Havran, J. C,,
Tran, H., & Tran, T. (2012). Developmentally based scaling of leaf
venation architecture explains global ecological patterns. Nature
Communications, 3(1), 837. https://doi.org/10.1038/ncomms1835

Sanchez-Martinez, P., Martinez-Vilalta, J., Dexter, K. G., Segovia, R. A.,
& Mencuccini, M. (2020). Adaptation and coordinated evolution of
plant hydraulic traits. Ecology Letters, 23(11), 1599-1610. https://
doi.org/10.1111/ele.13584

Sang, Y., Long, Z., Dan, X., Feng, J., Shi, T., Jia, C., Zhang, X., Lai, Q., Yang,
G., Zhang, H., Xu, X., Liu, H., Jiang, Y., Ingvarsson, P. K., Liu, J., Mao,
K., & Wang, J. (2022). Genomic insights into local adaptation and fu-
ture climate-induced vulnerability of a keystone forest tree in East
Asia. Nature Communications, 13(1), 6541. https://doi.org/10.1038/
s41467-022-34206-8

Santiago, L. S., Kitajima, K., Wright, S. J.,, & Mulkey, S. S. (2004).
Coordinated changes in photosynthesis, water relations and leaf
nutritional traits of canopy trees along a precipitation gradient in
lowland tropical forest. Oecologia, 139(4), 495-502. https://doi.
org/10.1007/s00442-004-1542-2

Schimper, A. F. W. (1898). Plant-geography upon a physiological basis (rev
and ed.). Clarendon Press. https://doi.org/10.5962/bhl.title.8099

Schmerler, S. B., Clement, W. L., Beaulieu, J. M., Chatelet, D. S., Sack,
L., Donoghue, M. J., & Edwards, E. J. (2012). Evolution of leaf
form correlates with tropical-temperate transitions in Viburnum
(Adoxaceae). Proceedings of the Royal Society B: Biological Sciences,
279(1744), 3905-3913. https://doi.org/10.1098/rspb.2012.1110

Schonbeck, L., Arteaga, M., Mirza, H., Coleman, M., Mitchell, D.,
Huang, X., Ortiz, H., & Santiago, L. S. (in review). Plant physiolog-
ical indicators for optimizing conservation outcomes. In Review at
Conservation Physiology.

Scoffoni, C., Chatelet, D. S., Pasquet-kok, J., Rawls, M., Donoghue, M. J.,
Edwards, E. J., & Sack, L. (2016). Hydraulic basis for the evolution of
photosynthetic productivity. Nature Plants, 2(6), 16072. https://doi.
org/10.1038/nplants.2016.72

Seibt, U., Rajabi, A., Griffiths, H., & Berry, J. A. (2008). Carbon isotopes
and water use efficiency: Sense and sensitivity. Oecologia, 155(3),
441-454. https://doi.org/10.1007/s00442-007-0932-7

Sexton, J. P., Mclntyre, P. J., Angert, A. L., & Rice, K. J. (2009). Evolution
and ecology of species range limits. Annual Review of Ecology,
Evolution, and Systematics, 40(1), 415-436. https://doi.org/10.1146/
annurev.ecolsys.110308.120317

Sheth, S. N., Morueta-Holme, N., & Angert, A. L. (2020). Determinants of
geographic range size in plants. New Phytologist, 226(3), 650-665.
https://doi.org/10.1111/nph.16406

Shipley, B., Belluau, M., Kiihn, I., Soudzilovskaia, N. A., Bahn, M., Penuelas,
J., Kattge, J.,, Sack, L., Cavender-Bares, J., Ozinga, W. A., Blonder,
B., van Bodegom, P. M., Manning, P., Hickler, T., Sosinski, E., Pillar,
V. D. P., Onipchenko, V., & Poschlod, P. (2017). Predicting habitat
affinities of plant species using commonly measured functional
traits. Journal of Vegetation Science, 28(5), 1082-1095. https://doi.
org/10.1111/jvs.12554

Siefert, A., Violle, C., Chalmandrier, L., Albert, C. H., Taudiere,
A., Fajardo, A., Aarssen, L. W., Baraloto, C., Carlucci, M. B,,
Cianciaruso, M. V. d. L., Dantas, V., de Bello, F., Duarte, L. D.
S., Fonseca, C. R., Freschet, G. T., Gaucherand, S., Gross, N.,
Hikosaka, K., Jackson, B., ... Wardle, D. A. (2015). A global meta-
analysis of the relative extent of intraspecific trait variation in
plant communities. Ecology Letters, 18(12), 1406-1419. https://
doi.org/10.1111/ele.12508

Simova, 1., Violle, C., Svenning, J.-C., Kattge, J., Engemann, K., Sandel, B.,
Peet, R. K., Wiser, S. K., Blonder, B., McGill, B. J., Boyle, B., Morueta-
Holme, N., Kraft, N. J. B., van Bodegom, P. M., Gutiérrez, A. G.,
Bahn, M., Ozinga, W. A., Tészbgyova, A., & Enquist, B. J. (2018).
Spatial patterns and climate relationships of major plant traits in the
New World differ between woody and herbaceous species. Journal
of Biogeography, 45(4), 895-916. https://doi.org/10.1111/jbi.13171

Skelton, R. P., Anderegg, L. D. L., Diaz, J., Kling, M. M., Papper, P,
Lamarque, L. J., Delzon, S., Dawson, T. E., & Ackerly, D. D. (2021).
Evolutionary relationships between drought-related traits and
climate shape large hydraulic safety margins in western north
American oaks. Proceedings of the National Academy of Sciences of
the United States of America, 118(10), e2008987118. https://doi.
org/10.1073/pnas.2008987118

Sobral, M. (2021). All traits are functional: An evolutionary viewpoint.
Trends in Plant Science, 26(7), 674-676. https://doi.org/10.1016/j.
tplants.2021.04.004

Sokal, R. R., & Rohlf, F. J. (2012). Biometry: The principles and practice of
statistics in biological research (4th ed.). W. H. Freeman and Co.

Stahl, U., Reu, B., & Wirth, C. (2014). Predicting species' range limits from
functional traits for the tree flora of North America. Proceedings
of the National Academy of Sciences of the United States of America,
111(38), 13739-13744. https://doi.org/10.1073/pnas.1300673111

Stevens, G. C. (1989). The latitudinal gradient in geographical range: How
so many species coexist in the tropics. The American Naturalist,
133(2), 240-256. https://doi.org/10.1086/284913

Stevens, P. F. (2019). Angiosperm phylogeny website. http://www.mobot.
org/MOBOT/research/APweb/

Swenson, N. G., & Weiser, M. D. (2010). Plant geography upon the basis
of functional traits: An example from eastern north American trees.
Ecology, 91(8), 2234-2241. https://doi.org/10.1890/09-1743.1

Taugourdeau, S., Villerd, J., Plantureux, S., Huguenin-Elie, O., & Amiaud,
B. (2014). Filling the gap in functional trait databases: Use of eco-
logical hypotheses to replace missing data. Ecology and Evolution,
4(7), 944-958. https://doi.org/10.1002/ece3.989

Thomas, D. S., Montagu, K. D., & Conroy, J. P. (2007). Temperature ef-
fects on wood anatomy, wood density, photosynthesis and biomass

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:


https://doi.org/10.1111/nph.16320
https://doi.org/10.1111/nph.16320
https://doi.org/10.1111/1365-2745.12211
https://doi.org/10.1111/1365-2745.12211
https://doi.org/10.1073/pnas.0403588101
https://doi.org/10.1086/374368
https://doi.org/10.1086/374368
https://doi.org/10.1017/S0376892914000265
https://doi.org/10.1017/S0376892914000265
https://doi.org/10.1111/nph.15684
https://doi.org/10.1111/nph.15684
https://doi.org/10.1111/nph.16972
https://doi.org/10.1093/icb/icz152
https://doi.org/10.1038/ncomms1835
https://doi.org/10.1111/ele.13584
https://doi.org/10.1111/ele.13584
https://doi.org/10.1038/s41467-022-34206-8
https://doi.org/10.1038/s41467-022-34206-8
https://doi.org/10.1007/s00442-004-1542-2
https://doi.org/10.1007/s00442-004-1542-2
https://doi.org/10.5962/bhl.title.8099
https://doi.org/10.1098/rspb.2012.1110
https://doi.org/10.1038/nplants.2016.72
https://doi.org/10.1038/nplants.2016.72
https://doi.org/10.1007/s00442-007-0932-7
https://doi.org/10.1146/annurev.ecolsys.110308.120317
https://doi.org/10.1146/annurev.ecolsys.110308.120317
https://doi.org/10.1111/nph.16406
https://doi.org/10.1111/jvs.12554
https://doi.org/10.1111/jvs.12554
https://doi.org/10.1111/ele.12508
https://doi.org/10.1111/ele.12508
https://doi.org/10.1111/jbi.13171
https://doi.org/10.1073/pnas.2008987118
https://doi.org/10.1073/pnas.2008987118
https://doi.org/10.1016/j.tplants.2021.04.004
https://doi.org/10.1016/j.tplants.2021.04.004
https://doi.org/10.1073/pnas.1300673111
https://doi.org/10.1086/284913
http://www.mobot.org/MOBOT/research/APweb/
http://www.mobot.org/MOBOT/research/APweb/
https://doi.org/10.1890/09-1743.1
https://doi.org/10.1002/ece3.989

MEDEIROS ET AL.

Functional Ecology 2807

partitioning of Eucalyptus grandis seedlings. Tree Physiology, 27(2),
251-260. https://doi.org/10.1093/treephys/27.2.251

Thoning, K. W., Crotwell, A. M., & Mund, J. W. (2022). Atmospheric car-
bon dioxide dry air mole fractions from continuous measurements at
Mauna Loa, Hawaii, Barrow, Alaska, American Samoa and South Pole.
1973-2021. (version 2022-05) [dataset]. National Oceanic and
Atmospheric Administration (NOAA). https://doi.org/10.15138/
yafl-bk21

Thorne, J. H., Choe, H., Boynton, R. M., Bjorkman, J., Albright, W.,
Nydick, K., Flint, A. L., Flint, L. E., & Schwartz, M. W. (2017). The
impact of climate change uncertainty on California's vegetation
and adaptation management. Ecosphere, 8(12), €02021. https://doi.
org/10.1002/ecs2.2021

Thuiller, W., Lavorel, S., Midgley, G., Lavergne, S., & Rebelo, T. (2004).
Relating plant traits and species distributions along bioclimatic
gradients for 88 Leucadendron taxa. Ecology, 85(6), 1688-1699.
https://doi.org/10.1890/03-0148

Trugman, A. T., Anderegg, L. D. L., Wolfe, B. T., Birami, B., Ruehr, N. K.,
Detto, M., Bartlett, M. K., & Anderegg, W. R. L. (2019). Climate and
plant trait strategies determine tree carbon allocation to leaves and
mediate future forest productivity. Global Change Biology, 25(10),
3395-3405. https://doi.org/10.1111/gcb.14680

Tyler, G. (1996). Soil chemical limitations to growth and development of
Veronica officinalis L. and Carex pilulifera L. Plant and Soil, 184(2),
281-289. https://doi.org/10.1007/BF00010457

Uriarte, M., Lasky, J. R., Boukili, V. K., & Chazdon, R. L. (2016). A trait-
mediated, neighbourhood approach to quantify climate impacts on
successional dynamics of tropical rainforests. Functional Ecology,
30, 157-167. https://doi.org/10.1111/1365-2435.12576

Valladares, F., Wright, S. J., Lasso, E., Kitajima, K., & Pearcy, R. W. (2000).
Plastic phenotypic response to light of 16 congeneric shrubs from a
Panamanian rainforest. Ecology, 81(7), 1925-1936.

van Bodegom, P. M., Douma, J. C., & Verheijen, L. M. (2014). A fully
traits-based approach to modeling global vegetation distribu-
tion. Proceedings of the National Academy of Sciences of the United
States of America, 111(38), 13733-13738. https://doi.org/10.1073/
pnas.1304551110

van der Plas, F., Schroder-Georgi, T., Weigelt, A., Barry, K., Meyer, S.,
Alzate, A., Barnard, R. L., Buchmann, N., de Kroon, H., Ebeling, A.,
Eisenhauer, N., Engels, C., Fischer, M., Gleixner, G., Hildebrandt,
A., Koller-France, E., Leimer, S., Milcu, A., Mommer, L., ... Wirth, C.
(2020). Plant traits alone are poor predictors of ecosystem prop-
erties and long-term ecosystem functioning. Nature Ecology &
Evolution, 4(12), 1602-1611. https://doi.org/10.1038/s41559-020-
01316-9

Vesk, P. A., Morris, W. K., Neal, W. C., Mokany, K., & Pollock, L. J.
(2020). Transferability of trait-based species distribution models.
Ecography, 43, 1-14. https://doi.org/10.1111/ecog.05179

Violle,C.,Bonis, A., Plantegenest,M.,Cudennec, C.,Damgaard, C., Marion,
B.,Le Cceur, D.,&Bouzillé, J.-B.(2011). Plant functional traits capture
species richness variations along a flooding gradient. Oikos, 120(3),
389-398. https://doi.org/10.1111/j.1600-0706.2010.18525.x

Violle, C., Borgy, B., & Choler, P. (2015). Trait databases: Misuses and
precautions. Journal of Vegetation Science, 26(5), 826-827. https://
doi.org/10.1111/jvs.12325

Violle, C., Enquist, B. J., McGill, B. J., Jiang, L., Albert, C. H., Hulshof, C.,
Jung, V., & Messier, J.(2012). The return of the variance: Intraspecific
variability in community ecology. Trends in Ecology & Evolution,
27(4), 244-252. https://doi.org/10.1016/j.tree.2011.11.014

Violle, C., Navas, M.-L., Vile, D., Kazakou, E., Fortunel, C., Hummel, I., &
Garnier, E.(2007). Letthe conceptof trait be functional! Oikos, 116(5),
882-892. https://doi.org/10.1111/j.0030-1299.2007.15559.x

Volaire, F., Gleason, S. M., & Delzon, S. (2020). What do you mean “func-
tional” in ecology? Patterns versus processes. Ecology and Evolution,
10(21), 11875-11885. https://doi.org/10.1002/ece3.6781

Walsh, C., & Mac Nally, R. (2013). hier.part: Hierarchical partitioning (R
package version 1.0-4) [R]. http://CRAN.R-project.org/packa
ge=raster

Walter, H. (1979). Vegetation of the earth and ecological systems of the geo-
biosphere (2nd ed.). Springer.

Wang, H., Moore, M. J., Soltis, P. S., Bell, C. D., Brockington, S. F.,
Alexandre, R., Davis, C. C., Latvis, M., Manchester, S. R., & Soltis,
D. E. (2009). Rosid radiation and the rapid rise of angiosperm-
dominated forests. Proceedings of the National Academy of Sciences
of the United States of America, 106(10), 3853-3858. https://doi.
org/10.1073/pnas.0813376106

Wang, Y., Pineda-Munoz, S., & McGuire, J. L. (2023). Plants maintain
climate fidelity in the face of dynamic climate change. Proceedings
of the National Academy of Sciences of the United States of America,
120(7), €2201946119. https://doi.org/10.1073/pnas.2201946119

Westoby, M., & Wright, I. J. (2006). Land-plant ecology on the basis
of functional traits. Trends in Ecology & Evolution, 21(5), 261-268.
https://doi.org/10.1016/j.tree.2006.02.004

Wiens, J. J. (2011). The niche, biogeography and species interactions.
Philosophical Transactions of the Royal Society B: Biological Sciences,
366(1576), 2336-2350. https://doi.org/10.1098/rstb.2011.0059

Wolfe, J. A. (1978). A paleobotanical interpretation of tertiary climates
in the northern hemisphere: Data from fossil plants make it pos-
sible to reconstruct tertiary climatic changes, which may be cor-
related with changes in the inclination of the earth's rotational axis.
American Scientist, 66(6), 694-703.

Woodward, F. I., & Williams, B. G. (1987). Climate and plant distribution
at global and local scales. Vegetatio, 69, 189-197.

Wright, 1. J., Dong, N., Maire, V., Prentice, I. C., Westoby, M., Diaz, S.,
Gallagher, R. V., Jacobs, B. F., Kooyman, R., Law, E. A., Leishman, M.
R., Niinemets, U., Reich, P. B, Sack, L., Villar, R., Wang, H., & Wilf, P.
(2017). Global climatic drivers of leaf size. Science, 357(6354), 917-
921. https://doi.org/10.1126/science.aal4760

Wright, I. J., Reich, P. B., Cornelissen, J. H. C., Falster, D. S., Groom, P. K.,
Hikosaka, K., Lee, W., Lusk, C. H., Niinemets, U., Oleksyn, J., Osada,
N., Poorter, H., Warton, D. I., & Westoby, M. (2005). Modulation of
leaf economic traits and trait relationships by climate: Modulation
of leaf traits by climate. Global Ecology and Biogeography, 14(5), 411~
421. https://doi.org/10.1111/j.1466-822x.2005.00172.x

Wright, I. J., Reich, P. B., & Westoby, M. (2001). Strategy shifts in leaf
physiology, structure and nutrient content between species
of high- and low-rainfall and high- and low-nutrient habitats.
Functional Ecology, 15(4), 423-434.

Wright, I. J., Reich, P. B., Westoby, M., Ackerly, D. D., Baruch, Z., Bongers,
F., Cavender-Bares, J., Chapin, T., Cornelissen, J. H. C., Diemer, M.,
Flexas, J., Garnier, E., Groom, P. K., Gulias, J., Hikosaka, K., Lamont,
B. B, Lee, T., Lee, W,, Lusk, C., ... Navas, M.-L. (2004). The world-
wide leaf economics spectrum. Nature, 428, 821-827.

Wright, I. J., & Westoby, M. (2002). Leaves at low versus high rainfall:
Coordination of structure, lifespan and physiology. New Phytologist,
155,403-416.

Xu, H., Wang, H., Prentice, I. C., Harrison, S. P., Wang, G., & Sun, X. (2021).
Predictability of leaf traits with climate and elevation: A case study
in Gongga Mountain, China. Tree Physiology, 41(8), 1336-1352.
https://doi.org/10.1093/treephys/tpab003

Yang, J., Spicer, R. A, Spicer, T. E. V., Arens, N. C,, Jacques, F. M. B,, Su,
T., Kennedy, E. M., Herman, A. B., Steart, D. C., Srivastava, G.,
Mehrotra, R. C., Valdes, P. J., Mehrotra, N. C., Zhou, Z.-K., & Lai,
J.-S.(2015). Leaf form-climate relationships on the global stage: An
ensemble of characters: Global leaf form and climate relationships.
Global Ecology and Biogeography, 24(10), 1113-1125. https://doi.
org/10.1111/geb.12334

Yang, Y., Zhao, J., Zhao, P., Wang, H., Wang, B., Su, S., Li, M., Wang, L.,
Zhu, Q., Pang, Z., & Peng, C. (2019). Trait-based climate change
predictions of vegetation sensitivity and distribution in China.

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1) d]qedr|dde a1 Aq PauIdA0T a1k SA[IILIE V() (2SN JO SI[NI 10§ AIRIQIT dUIUQ AJ[IAN UO (:


https://doi.org/10.1093/treephys/27.2.251
https://doi.org/10.15138/yaf1-bk21
https://doi.org/10.15138/yaf1-bk21
https://doi.org/10.1002/ecs2.2021
https://doi.org/10.1002/ecs2.2021
https://doi.org/10.1890/03-0148
https://doi.org/10.1111/gcb.14680
https://doi.org/10.1007/BF00010457
https://doi.org/10.1111/1365-2435.12576
https://doi.org/10.1073/pnas.1304551110
https://doi.org/10.1073/pnas.1304551110
https://doi.org/10.1038/s41559-020-01316-9
https://doi.org/10.1038/s41559-020-01316-9
https://doi.org/10.1111/ecog.05179
https://doi.org/10.1111/j.1600-0706.2010.18525.x
https://doi.org/10.1111/jvs.12325
https://doi.org/10.1111/jvs.12325
https://doi.org/10.1016/j.tree.2011.11.014
https://doi.org/10.1111/j.0030-1299.2007.15559.x
https://doi.org/10.1002/ece3.6781
http://cran.r-project.org/package=raster
http://cran.r-project.org/package=raster
https://doi.org/10.1073/pnas.0813376106
https://doi.org/10.1073/pnas.0813376106
https://doi.org/10.1073/pnas.2201946119
https://doi.org/10.1016/j.tree.2006.02.004
https://doi.org/10.1098/rstb.2011.0059
https://doi.org/10.1126/science.aal4760
https://doi.org/10.1111/j.1466-822x.2005.00172.x
https://doi.org/10.1093/treephys/tpab003
https://doi.org/10.1111/geb.12334
https://doi.org/10.1111/geb.12334

2808 Functional Ecology

FUNCTIONAL ECOLOGY

Frontiers in Plant Science, 10, 908. https://doi.org/10.3389/
fpls.2019.00908

Yang, Y., Zhu, Q. Peng, C., Wang, H., & Chen, H. (2015). From plant func-
tional types to plant functional traits: A new paradigm in modelling
global vegetation dynamics. Progress in Physical Geography: Earth
and Environment, 39(4), 514-535. https://doi.org/10.1177/03091
33315582018

Zarakas, C. M., Swann, A. L. S., Lagué, M. M., Armour, K. C., & Randerson,
J.T.(2020). Plant physiology increases the magnitude and spread of
the transient climate response to CO, in CMIPé earth system mod-
els. Journal of Climate, 33(19), 8561-8578. https://doi.org/10.1175/
JCLI-D-20-0078.1

Zhu, S.-D., Song, J.-J., Li, R.-H., & Ye, Q. (2013). Plant hydraulics and pho-
tosynthesis of 34 woody species from different successional stages
of subtropical forests. Plant, Cell & Environment, 36(4), 879-891.
https://doi.org/10.1111/pce.12024

Zomer, R. J.,, Trabucco, A., Bossio, D. A., & Verchot, L. V. (2008). Climate
change mitigation: A spatial analysis of global land suitability for
clean development mechanism afforestation and reforestation.
Agriculture, Ecosystems & Environment, 126(1-2), 67-80. https://doi.
org/10.1016/j.agee.2008.01.014

SUPPORTING INFORMATION

Additional supporting information can be found online in the
Supporting Information section at the end of this article.

Table S1. Description of sampling sites.

Table S2. Models predicting Climate PC1 from functional traits.
Figure S1. Relationships between the carbon isotope discrimination,
A'3C, with site climate and the values corrected for differences in
elevation and temperature across sites.

Figure S2. Relationships between the Climate PC1 and individual
traits.

Figure S3. Relationships between the site climate and the average
climate of species' natural climatic distributions averaged for each site.

Table S3. List of environmental variables, their calculations and
sources.

Table S4. ANOVA results for differences in functional trait and PCA
axes across sites and species.

Table S5. Results of PCA of climate variables.

Table S6. Results of PCA of functional traits.

Table S7. Associations of the mean site values of traits and
environmental variables.

Table S8. ANOVA results for differences in climate variables across
sites.

Table S9. Associations of traits and climate variables representing
the climate of species' native distributions.

Table S10. Hypotheses and results for relationships between
functional traits and climate variables.

Table S11. Regression models predicting climate variables from
functional traits.

Table S12. Trait plasticity and environmental variation between
sites.

Table S13. Associations between trait plasticity and environmental

variation between sites.

How to cite this article: Medeiros, C. D., Henry, C., Trueba, S.,
Anghel, I., Guerrero, S. D. D. d. L., Pivovaroff, A., Fletcher, L. R.,
John, G. P, Lutz, J. A., Méndez Alonzo, R., & Sack, L. (2023).
Predicting plant species climate niches on the basis of
mechanistic traits. Functional Ecology, 37, 2786-2808. https://
doi.org/10.1111/1365-2435.14422

sdpy) SUONIPUOD) PUB SWHd L, 31 39S “[$Z0Z/80/LT] U0 AIRIQIT SUIUQ Ad[LA ‘SOT ‘BIUIONED) JO ANSIAIUN Aq TTHP1"SEHT-S9E 1/1111°01/10p/WOd Kd[1avAreaqrjout]uo-sjeunofsaq/:sdny wioxy papeoumod 11 ‘€20T ‘SEFTS9€ 1

101 /Wod KoM

P!

28ULOIT SUOWWO)) dANEa1)) d]qedrdde o1 Aq PauIdA0S a1k SA[ANIE V() (35N JO SI[NI 10§ AIRIQIT dUIUQ AJ[IA UO


https://doi.org/10.3389/fpls.2019.00908
https://doi.org/10.3389/fpls.2019.00908
https://doi.org/10.1177/0309133315582018
https://doi.org/10.1177/0309133315582018
https://doi.org/10.1175/JCLI-D-20-0078.1
https://doi.org/10.1175/JCLI-D-20-0078.1
https://doi.org/10.1111/pce.12024
https://doi.org/10.1016/j.agee.2008.01.014
https://doi.org/10.1016/j.agee.2008.01.014
https://doi.org/10.1111/1365-2435.14422
https://doi.org/10.1111/1365-2435.14422

	Predicting plant species climate niches on the basis of mechanistic traits
	Abstract
	1|INTRODUCTION
	2|MATERIALS AND METHODS
	2.1|Study sites
	2.2|Sampling for leaf trait measurements
	2.3|Mechanistic trait measurements
	2.4|Environmental variables for species' native ranges
	2.5|Phylogenetic reconstruction
	2.6|Statistical analyses

	3|RESULTS
	3.1|Functional trait variation in relation to climate
	3.2|Functional trait-­based prediction of species' native climate
	3.3|Quantifying species trait-­climate mismatch and its relationship to intra-­specific trait variation

	4|DISCUSSION
	AUTHOR CONTRIBUTIONS
	ACKNO​WLE​DGE​MENTS
	CONFLICT OF INTEREST STATEMENT
	DATA AVAILABILITY STATEMENT

	REFERENCES


