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Abstract

Elemental sulfur (Sg°)-oxidising Sulfolobales (Archaea) dominate high-
temperature acidic hot springs (>80°C, pH <4). However, genomic analyses
of Sgl-oxidising members of the Sulfolobales reveal a patchy distribution of
genes encoding sulfur oxygenase reductase (SOR), an Sg° disproportionat-
ing enzyme attributed to Sg° oxidation. Here, we report the Sg°-dependent
growth of two Sulfolobales strains previously isolated from acidic hot springs
in Yellowstone National Park, one of which associated with bulk Sg° during
growth and one that did not. The genomes of each strain encoded different
sulfur metabolism enzymes, with only one encoding SOR. Dialysis mem-
brane experiments showed that direct contact is not required for Sg° oxida-
tion in the SOR-encoding strain. This is attributed to the generation of
hydrogen sulfide (H,S) from Sg° disproportionation that can diffuse out of
the cell to solubilise bulk Sg° to form soluble polysulfides (S,?~) and/or Sg°
nanoparticles that readily diffuse across dialysis membranes. The Sulfolo-
bales strain lacking SOR required direct contact to oxidise Sg°, which could
be overcome by the addition of H,S. High concentrations of Sg° inhibited
the growth of both strains. These results implicate alternative strategies to
acquire and metabolise sulfur in Sulfolobales and have implications for their
distribution and ecology in their hot spring habitats.

also unstable in the presence of O, and oxidises to
form SO42~. However, these collective reactions do not

Members of the archaeal order Sulfolobales dominate
acidic (pH <4.0) and high-temperature (>80°C) hot
springs (Colman et al., 2018; Jiang et al., 2016; Urbieta
et al.,, 2015; Ward et al., 2017). Sulfolobus, the first
genus of Sulfolobales described, was shown to catal-
yse the oxygen (O,)-dependent oxidation of orthorhom-
bic elemental sulfur (Sg°), generating sulfuric acid
(H2SOy4) as a product (Brock et al., 1972). This obser-
vation helped to explain the acidification of hot springs
sourced by hydrogen sulfide (H,S)-rich volcanic gas
(Brock et al., 1972; Mosser et al., 1973). More specifi-
cally, the O,-dependent oxidation of H,S generates
thiosulfate (S,0327), which disproportionates at acidic
pH to form Sg° and sulfite (SO327), the latter of which is

generate net acidity (Fernandes-Martins et al., 2024;
Nordstrom et al., 2005; Sims et al., 2023). Rather, it is
the O,-dependent oxidation of Sg° that generates net
acidity in the form of H,SO,. Yet, Sg° is stable in the
absence of microbial catalysts (Nordstrom et al., 2005;
Xu et al,, 1998). Members of the order Sulfolobales
therefore became models to understand the oxidation
of Sg° in acidic high-temperature hot springs (Brock
et al., 1972; Colman et al., 2018; Mosser et al., 1973;
Shivvers & Brock, 1973).

After >50 years of study of Sulfolobales, several
themes have emerged of their ecology, physiology and
evolution. For example, all cultivated members of Sulfo-
lobales are thermoacidophiles that tend to be

This is an open access article under the terms of the Creative Commons Attribution License, which permits use, distribution and reproduction in any medium,

provided the original work is properly cited.

© 2024 The Author(s). Environmental Microbiology published by John Wiley & Sons Ltd.

Environ Microbiol. 2024;26:€16691.
https://doi.org/10.1111/1462-2920.16691

wileyonlinelibrary.com/journal/emi 10f12


https://orcid.org/0000-0001-6177-4366
https://orcid.org/0000-0002-3253-6833
https://orcid.org/0000-0003-4436-5856
mailto:eric.boyd@montana.edu
http://creativecommons.org/licenses/by/4.0/
http://wileyonlinelibrary.com/journal/emi
https://doi.org/10.1111/1462-2920.16691
http://crossmark.crossref.org/dialog/?doi=10.1111%2F1462-2920.16691&domain=pdf&date_stamp=2024-08-29

20f12 }';‘ﬁ

b

metabolically flexible, growing aerobically or anaerobi-
cally through chemoautotrophic, chemoheterotrophic or
chemolithoheterotrophic pathways (Amenabar
et al., 2018; Colman et al., 2018; Counts et al., 2021;
Johnson, 1998; Johnson & Quatrini, 2020; Lewis
et al., 2021; Liu et al., 2021). Further, recent phyloge-
nomic analyses suggest that Sulfolobales diversified
from their neutrophilic ancestors ~1.0-0.6 Ma, coinci-
dent with the rise of atmospheric O, concentrations to
near present-day levels (Colman et al., 2018). Yet,
genomic analyses of Sulfolobales highlight many
remaining unanswered questions of Sulfolobales physi-
ology and ecology. For example, the majority of the
proteins encoded by Sulfolobales have undescribed
functions (Counts et al., 2021), and little is known about
the feedbacks that allowed for the diversification of Sul-
folobales into the acidic habitats that they helped create
(Colman et al., 2018; Counts et al., 2021). Perhaps the
largest gap in understanding is the apparent variation
in the pathways of Sg° oxidation in Sulfolobales.

The only characterised pathway for Sg° oxidation in
Sulfolobales starts with the O,-dependent sulfur oxyge-
nase reductase (SOR) enzyme that catalyses the dis-
proportionation of Sg° to form H,S, SO52~ and S,03™ in
the cytoplasm of cells (Kletzin, 1989, 1992; Urich
et al., 2004, 2006). Surprisingly, only members of the
Sulfolobales genera Acidianus, Sulfurisphaera, Stygio-
lobus and Sulfuricidiifex encode SOR (Counts
et al.,, 2021; Liu et al., 2021), while many other 880—
oxidising Sulfolobales genera, including Metallo-
sphaera, Sulfolobus and Saccharolobus do not encode
SOR (Counts et al.,, 2021; Jiang et al., 2014; Liu
et al., 2021; Sakai & Kurosawa, 2018). Further, many
Sulfolobales genomes have been assembled from
metagenomic sequences that also do not encode SOR
(Colman et al., 2022; Sims et al., 2023). However, with-
out cultivation data, it cannot be assumed that they can
oxidise Sg°. Transcriptomic and comparative genomic
studies have been used to suggest that sulfur dioxy-
genase (SDO), NADPH:sulfur oxidoreductase (NSR),
or heterodisulfide reductase (HDR) may be involved in
SgP-oxidation in members of the Sulfolobales that lack
SOR (Colman et al., 2022; Jiang et al., 2014; Wang
et al., 2020).

Sg has a low solubility (<500nM at 80°C;
Kamyshny, 2009), suggesting that cells must associate
with the surface of the mineral to disproportionate or
oxidise it (Weiss, 1973) or somehow otherwise promote
its  solubilisation. Interestingly, thermoacidophilic
Archaea that reduce Sg°, including a member of the
Sulfolobales (Acidianus strain DS80) that encodes
SOR, were shown to not associate with bulk Sg° during
growth  (Amenabar & Boyd, 2018; Boyd &
Druschel, 2013). Rather, these cells reduced soluble
nanoparticulate Sg° that formed when biologically pro-
duced H,S reacted with bulk Sg°, generating polysul-
fide (S,2") that rapidly disproportionates at acidic pH to
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produce soluble molecular Sg rings. Due to their hydro-
phobicity, these Sg rings rapidly aggregate to form
nanoparticulate Sg°. These collective observations
raise the question of whether a similar mechanism
might be involved in the solubilisation of Sg° in SOR-
encoding Sulfolobales strains and whether this might
contribute differences to the respective ecologies of
SOR- versus non-SOR-encoding strains, such as
planktonic or mineral-surface associated growth.

We previously isolated two new Sulfolobales strains
capable of oxidising Sg° from acidic hot springs in Yel-
lowstone National Park (YNP), Wyoming, USA. One
strain, Stygiolobus sp. RP85 encodes SOR, whereas
the other strain, Sulfolobales sp. RB85, does not
encode SOR. Microscopic analyses of the two cultures
grown under Sgl-oxidising conditions revealed that Sty-
giolobus sp. RP85 did not associate with Sg° during
Sg%-dependent growth, whereas Sulfolobales sp. RB85
was regularly associated with Sg° particles. Here, we
hypothesise that SOR allows Stygiolobus sp. RP85 to
grow without direct contact with Sg° since H,S, a prod-
uct of Sg° disproportionation, can initiate the production
of S, and soluble nanoparticulate Sg°, as described
above. In contrast, we hypothesised that Sulfolobales
sp. RB85 would require direct contact with Sg° to oxi-
dise it. The results of experiments aimed at testing
these hypotheses shed new light on relevant physiolog-
ical differences among members of the Sulfolobales
that likely contribute to the partitioning of the Sg° oxida-
tion niche, thereby enabling their stable co-existence.

EXPERIMENTAL PROCEDURES
Strain selection

Stygiolobus sp. RP85 and Sulfolobales sp. RB85 were
isolated from ‘Realgar Pool’ (RP; pH 3.9, T 85.8°C;
44.73558 N, 110.70705 W) and ‘Red Bubbler’ (RB;
pH 3.0, T 90°C; 44.72650 N, 110.70900 W), respec-
tively, both located at Norris Geyser Basin, YNP
(Fernandes-Martins et al., 2024). Stygiolobus sp. RP85
was isolated under autotrophic and microaerophilic
H,S-oxidising conditions at 85°C and pH 4.0, and it can
also oxidise Sg°. Sulfolobales sp. RB85 was isolated
under autotrophic and microaerophilic H,S-oxidising
conditions at 85°C and pH 3.0, and it can also oxidise
Sg? and H, (Fernandes-Martins et al., 2024).

Culture conditions

Stygiolobus sp. RP85 and Sulfolobales sp. RB85 were
cultivated in base salts medium amended with 20%
filter-sterilised (0.22 pm) and autoclaved source water
from each respective hot spring where the strains were
originally isolated. For Stygiolobus sp. RP85, this was
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‘Realgar Pool’ (pH 3.9, T 85.8°C) and for Sulfolobales
sp. RB85, it was ‘Red Bubbler’ (pH 3.0, T 90°C). Addi-
tional details of the springs are reported elsewhere
(Fernandes-Martins et al., 2024). Base salts medium
contained: NH,CI (0.33 gL~ "), KCI (0.33 g L"), CaCl,
. 2H,0 (0.33gL™"), MgCl, - 6H,0 (0.33gL" ") and
KH,PO,4 (0.33 g L") (Boyd et al., 2007). The pH of the
base salts/filtered spring water medium was adjusted to
the pH of the spring where the strain was isolated using
0.5 N HCI. The total CI~ content of the base medium
(~800 mg L") is similar to the amount of CI~ in the hot
springs (~600 mg L~") where these organisms were
originally isolated (Fernandes-Martins et al., 2024).
Fifty-five millilitres of base salts/filtered spring water
medium was dispensed into 160 mL serum bottles that
were then sealed with black butyl rubber stoppers.
Sealed serum bottles were autoclaved and then Sg°
(0.16 or 1.6 g L™ "; sterilised at 100°C, 2 h) was added
to the serum bottles once they cooled to below 100°C.
Following the addition of Sg° and while still hot, vials
and their contents were purged for 20 min with N,
passed over heated (350°C) and Ho-reduced copper
shavings. Next, the headspace was purged with a mix-
ture of Na:carbon dioxide (CO,) (80:20) for 5 min, and
vials were placed in an 80°C incubator. The headspace
was equilibrated to atmospheric pressure after 2 h incu-
bation, followed by the addition of anoxic and filter-
sterilised (0.22 pm) solutions of Wolfe’s vitamins
(Atlas, 2004) and SL-10 metals (Widdel, 1983) to final
concentrations of 1 mL L~" each. Oxygen (O,) (as air)
was added to the headspace to a final concentration of
2% vol.lvol. The final headspace contained approxi-
mately 78% N,, 20% CO, and 2% O,, as described
above. Inoculum for use in Sg° oxidation experiments
was grown with H,S (added as Na,S) as an electron
donor to minimise the carryover of Sg°, as previously
described (Fernandes-Martins et al., 2024). Five millili-
tres (~1/10 dilution) of a log phase culture with
depleted H,S (below the limit of detection of 2 uM) was
used as inoculum, and cultures were incubated on a
shaking (50 rotations per min) platform incubator at
a temperature of 80°C.

Monitoring of growth and activity

The production of cells was monitored by filtering sub-
samples of culture on black, 0.22 pm polycarbonate fil-
ters (Millipore Sigma, Billerica, MA), staining with
4’ 6-diamidino-2-phenylindole (DAPI) (2 pg mL~" final
concentration) for 10 min, and enumeration on an Evos
fluorescent microscope (ThermoFisher Scientific, Wal-
tham, MA, USA). The concentration of total aqueous
sulfide (H,S/HS/S?~ and acid volatile metal sulfides)
in cultures was quantified using the methylene blue
reduction assay (Fogo & Popowsky, 1949), while the
production of sulfate (SO427) in cultures was quantified

2o 3of12
=t

using a barium chloride turbidity assay (Kolmert
et al., 2000).

Evaluating the requirement for direct
contact to Sg° mineral

The requirement for direct contact of Stygiolobus
sp. RP85 and Sulfolobales sp. RB85 cells with Sg°
(0.16 g L") to catalyse the oxidation of the mineral with
O, as the electron acceptor was investigated using dial-
ysis membranes with 3.5 kDa pore sizes (Spectrum
Laboratories, Gardena, CA). Briefly, dialysis mem-
branes and clips were cleaned with autoclaved Milli-Q
water and 50% ethanol incubation steps, as previously
described (Amenabar & Boyd, 2018; Payne
et al., 2021). After cleaning, dialysis membranes were
kept moist and manipulated inside a UV-treated laminar
flow hood. One end of each dialysis membrane was
sealed with a clip so that sterilised Sg° could be added,
followed by addition of 1 mL of sterile base salt medium
(at the appropriate pH for each strain). Then, the other
end was also sealed with a clip, and dialysis mem-
branes were again rinsed with autoclaved Milli-Q to
minimise potential Sg° contamination on the outside of
the membranes.

The effect of H,S (~15 uM added as Na,S) amend-
ment on the requirement for direct contact with Sg° to
catalyse the oxidation of the mineral with O, as the
electron acceptor was evaluated by sequestering min-
eral in dialysis membranes in cultures of Sulfolobales
sp. RB85. Uninoculated abiotic controls and positive
controls that allowed for direct contact with the mineral
were included. Dialysis membranes and clips were
included in both sets of controls.

Phylogenomic and genomic
characterisation

The draft genome sequences of Stygiolobus sp. RP85
and Sulfolobales sp. RB85 were generated as previ-
ously described and are deposited under BioProject
PRJNA1019763, except for the translated protein con-
tent for Sulfolobales sp. RB85, which was provided in
Table S2 (Fernandes-Martins et al., 2024). The two
draft genomes of the isolates, along with 19 type strains
of the Sulfolobales order, and outgroup taxa (Desulfur-
occocus amylolyticus, Desulfuroccocus mucosus,
Thermogladius calderae and Thermosphaera aggre-
gans) were subjected to marker gene (n = 30) identifi-
cation, alignment and concatenation  using
Markerfinder (https://github.com/faylward/markerfinder#
markerfinder). The resultant alignment block was sub-
jected to phylogenomic reconstruction using the soft-
ware |1Q-Tree (v.1.6.11) (Nguyen et al., 2015) with the
le and gascuel (LG) model specification and 1000
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Stygiolobus caldivivus----
Stygiolobus sp. RP85
Stygiolobus azoricus. - -
Saccharolobus caldissimus -

Saccharolobus shibatae---
Sulfuracidifex tepidarius--
Sulfuracidifex metallicus ---------
Metallosphaera yellowstonensis
- - Metallosphaera tengchongensis
- - Metallosphaera hakonensis - - - - -
Metallosphaera cuprina-----
Acidianus brierleyi
- - Acidianus copahuensis
Acidianus hospitalis

- - Acidianus manzaensis
- - Acidianus sulfidivorans

FIGURE 1 Phylogenomic reconstruction of cultivated Sulfolobales strains (n = 19) from previous studies and Sulfolobales isolates used in
this study (Sulfolobales sp. RB85 and Stygiolobus sp. RP85). The Maximum-Likelihood phylogeny was constructed using an alignment of
marker genes (n = 30) and the LG substitution model, adapted from (Fernandes-Martins et al., 2024). Numbers on edges indicate bootstrap
values (out of 1000 replicates). All representative strains have the demonstrated ability to oxidise orthorhombic elemental sulfur (Sg%), except for
Stygiolobus azoricus and Saccharolobus caldissimus (references in Table S1). The presence of homologues of key sulfur-metabolising enzymes
is mapped to each metagenome-assembled genome or genome (grey shade indicates presence). Abfd, 4-hydroxybutanoyl-CoA dehydratase;
Cox, cytochrome ¢ oxidase subunit I; HdrAB1B2C1C2, heterodisulfide reductase; SOR, sulfur oxidoreductase:reductase; SQR, sulfide:quinone

oxidoreductase; SreABC, sulfur/polysulfide reductase.

‘ultrafast’ bootstrap replicates, as previously described
(Fernandes-Martins et al., 2024).

The Basic Local Alignment Search Tool (BLASTp)
(Boratyn et al., 2012) was used to identify homologues
involved (or proposed to be) in the steps of dissimila-
tory sulfur metabolism, including: sulfide:quinone oxido-
reductase (SQR); sulfur oxygenase:reductase (SOR);
SDO; HDR, HdrAB1B2C1C2; sulfur/polysulfide reduc-
tase (SreABC); cytochrome c¢ oxidase subunit | (Cox).
Query sequences for use in BLASTp were homologues
from the genomes of strains with demonstrated meta-
bolic activity (i.e., Acidianus ambivalens, Acidianus
brierleyi and Metallosphaera prunae). An E-value cutoff
of 1.0e°°, an amino acid identity of >50%, and a cov-
erage of >60% of the query sequence were used to
identify homologues (Tables S1; Fernandes-Martins
et al., 2024).

RESULTS AND DISCUSSION

Phylogenomic analyses and genomic
characterisation of Sulfolobales strains

A phylogenomic reconstruction of Stygiolobus
sp. RP85 and Sulfolobales sp. RB85, along with

cultivated Sulfolobales strains (n=19), was con-
structed and annotated with experimental data com-
piled from previous studies that report whether the
organism could oxidise Sg° (Figure 1). Similarly, the
presence and absence of sulfur oxidoreductase (SOR)
homologues was overlaid on the phylogeny, among
other protein homologues involved in sulfur metabo-
lism. Only 2 of the 21 Sulfolobales included in the phy-
logeny have not been experimentally shown to oxidise
Sg: Stygiolobus azoricus and Saccharolobus caldissi-
mus. S. azoricus was initially reported as a strict anaer-
obe that coupled H, oxidation with Sg° reduction
(Segerer et al., 1991), although more recent genomic
sequencing data revealed the presence of Cox protein
homologues indicative of an ability to respire aerobi-
cally (Counts et al., 2021). In addition, recently isolated
Stygiolobus strains were shown to aerobically oxidise
Sg? (Fernandes-Martins et al., 2024; Sakai et al., 2022).
Thus, it cannot be ruled out that S. azoricus can oxidise
Sg’. On the other hand, S. caldissimus is a facultatively
anaerobic iron reducer that was experimentally shown
not to oxidise Sg” when provided with O, (Sakai &
Kurosawa, 2018).

The phylogenetic distribution of SOR, the most
common enzyme attributed to Sg° oxidation in the Sul-
folobales (Counts et al., 2021; Ferreira et al., 2022; Liu
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et al.,, 2021), among the 21 Sulfolobales genomes is
patchy and does not fully overlap with experimental
data indicating an ability to oxidise Sg°. Of the
19 genomes from Sulfolobales that can oxidise Sg°,
11 encoded homologues of SOR and these belonged
to only four Sulfolobales genera (Sulfurisphaera, Sty-
giolobus, Sulfuracidifex and Acidianus) (Figure 1). The
most well-characterised SOR is from A. ambivalens
(Kletzin, 1989, 1992; Urich et al., 2004, 2006) and this
shares 67.4% sequence identities with SOR from Sty-
giolobus sp. RP85. Importantly, the key catalytic resi-
dues including Cys®', His®®, His®, Cys'', Cys'® and
Glu' in A. ambivalens SOR (Uniprot P29082) are
conserved in Stygiolobus sp. RP85 SOR. Notably,
genomes affiliated with the genus Sulfodiicoccus were
not included in this analysis since members
were reported to be inhibited by Sg° (Sakai &
Kurosawa, 2017). Similarly, members of the Sulfuro-
coccus genus were not included since partial or com-
plete genomes are not available for these strains (Liu
et al., 2021) (Figure 1). Nonetheless, these results are
consistent with previous studies that have shown that
nearly half of characterised Sulfolobales do not encode
homologues of SOR (Counts et al, 2021; Liu
et al., 2021).

The absence of SOR in Sulfolobales strains demon-
strated to oxidise Sg° has prompted transcriptomic,
comparative genomic and mutagenesis studies to iden-
tify alternative mechanisms (Ai et al., 2019; Auernik &
Kelly, 2008; Jiang et al., 2014; Zeldes et al., 2019).
These studies have identified a complement of protein-
encoding genes that appear to be necessary for dissim-
ilatory oxidative sulfur metabolism in Sulfolobales, with
the presence/absence of SOR standing out among
them. These studies also identified a potential role for
SDO in Sg° oxidation. Homologues of this enzyme tend
to be present in organisms with the ability to oxidise Sg°
but that lack SOR, with only Metallosphaera cuprina,
Saccharolobus solfataricus, S. azoricus and Sulfolobus
acidocaldarius lacking homologues of both SOR and
SDO (Table S1). To the extent that SDO may partici-
pate in Sg° oxidation, the observed distribution of SOR
and SDO, including their near-ubiquitous distribution
among certain Sulfolobales genera, suggests that they
differentially contribute to the physiology and thus ecol-
ogy of these organisms.

Growth and activity of Stygiolobus
sp. RP85 and Sulfolobales sp. RB85
with Sg°

Both Stygiolobus sp. RP85 and Sulfolobales sp. RB85
were grown autotrophically with 2% O, vol./vol. and with
Sg° at concentrations of 0.16 g L~" (5 mM if fully solubi-
lised) or 1.6 gL~ (50 mM if fully solubilised). For the
SOR-encoding Stygiolobus sp. RP85, Sg° oxidation was
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coupled to growth (Figure 2A,B). Interestingly, the growth
rate and Sgl-oxidation activity were greater in cultures
provided with 0.16 g L~" Sg° than those provided with
1.6 gL' Sg°. Cultures provided with 0.16 g L' Sg° had
no observed lag phase and achieved a higher cell den-
sity (3.8+0.7 x 10°cells mL™") and a higher SO*~
concentration (1.5 £ 0.03 mM produced) than those pro-
vided with 1.6 gL 'S In cultures provided with
1.6gL 'S’ the lag phase ended between 24 and
48 h, and the cultures achieved lower cell densities (1.1

+0.02 x 10° cells mL~") and SO,4?~ concentrations (0.2

+ 0.06 mM). The metabolic coupling efficiency (i.e., cells
produced per mole of product produced) calculated dur-
ing log phase growth in cultures provided with
0.16 gL 'S was 0.09 cells pmol~' SO, and in
cultures  provided with 16gL 'S was
0.07 cells pmol~' SO,%~.

The same pattern of activity was observed for the
non-SOR encoding Sulfolobales sp. RB85 strain,
where the concentration of Sg° influenced growth and
activity (Figure 2C,D). Specifically, no lag phase was
observed in cultures provided with 0.16 g L' Sg°. Sim-
ilar to Stygiolobus sp. RP85, cultures of Sulfolobales
sp. RB85 achieved higher cell densities (3.6
+0.9 x 10°cells mL™") and SO, concentrations
(1.7 + 0.28 mM) than those provided with 1.6 g L~" Sg°
(1.14£0.05x 10°cellsmL™" and 0.7 £ 0.12 mM,
respectively). The calculated metabolic coupling effi-
ciency during log phase growth in cultures provided
with 0.16 g L' Sg° was 0.05 cells pmol~' SO,% and
0.03 cells pmol~! SO,?~ in cultures provided with
1.6 g L' Sg°. Unfortunately, the pathway of Sg° oxida-
tion in Sulfolobales that do not encode SOR has yet to
be determined. However, recent investigations suggest
that SDO, NSR and/or the HDR complex could be
responsible for Sg° oxidation in these strains (Colman
et al., 2022; Jiang et al., 2014; Quatrini et al., 2009;
Rohwerder & Sand, 2003; Wang et al., 2014).

Interestingly, for both Stygiolobus sp. RP85 and
Sulfolobales sp. RB85, an increase in the concentration
of Sg° inhibited growth and activity, as evidenced by a
longer lag phase, slower growth rate, slower SO,%~
production rate and lower metabolic coupling efficien-
cies (Figure 2). Previous studies have shown that Sg°
can negatively influence the growth of yeast and bacte-
ria (Cetkauskaite et al.,, 2004; Chen & Lin, 2004;
Libenson et al., 1953; Wang et al., 2022). While the
mechanisms of toxicity are not well known, one of the
prevailing hypotheses is that Sg°, which is uncharged
and is thought to freely diffuse into the cell (Boyd &
Druschel, 2013), can generate oxidative stress once in
the cytoplasm (Libenson et al., 1953; Wang
et al., 2022). In this role, Sg° is thought to oxidise thiol
(-SH) compounds (that can have antioxidant proper-
ties), leaving the cells unable to balance the redox state
of the cytoplasm (Libenson et al, 1953; Wang
et al., 2022). This would be particularly detrimental for a
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FIGURE 2 Production of cells and sulfate (SO,427) in cultures of Stygiolobus sp. RP85 (A, B) and Sulfolobales sp. RB85 (C, D) provided with
different starting amounts of orthorhombic elemental sulfur (Sg°). Oxygen (2% headspace vol./vol.) was the electron acceptor and carbon dioxide
(20% vol./vol.) was the carbon source. Cultures were incubated on a shaker (50 rotations per min) at 80°C.

thermoacidophile considering that the combination of
acidic pH and high temperature imparts significant oxi-
dative stress (Maaty et al., 2009). It is thus possible that
the higher amount of Sg° used herein imposed addi-
tional oxidative stress on cells, resulting in slower
growth rates and lower metabolic coupling efficiencies
than cultures grown with less Sg°. Importantly, how-
ever, for this to be true, an active mechanism of pro-
moting Sg’ solubilisation must be taking place, as
discussed below. All further experiments were con-
ducted using the lower concentration of Sg°
(0.16 gL ™).

While the kinetics of growth and the metabolic cou-
pling efficiencies were similar in cultures of Stygiolobus
sp. RP85 and Sulfolobales sp. RB85, differences were
noted in the association of cells with Sg° mineral
regardless of the amount of Sg° provided. Whereas Sul-
folobales sp. RB85 cells were regularly observed
adhering and forming biofilms with Sg® mineral
(Figure S1), as previously reported for Sulfolobales (Liu

et al., 2018; Weiss, 1973; Zhang et al., 2019; Zhang,
Neu, Bellenberg, et al., 2015; Zhang, Neu, Zhang,-
et al.,, 2015), Stygiolobus sp. RP85 cells were rarely
observed in association with Sg°. Interestingly, while
both strains encoded homologues of the proposed key
transcription regulators of biofilm formation in Sulfolo-
bales (i.e., leucine responsive regulator of Sulfolobus,
Lrs14) (Koerdt et al., 2011; Orell et al., 2013), only Sul-
folobales sp. RB85 encoded homologues of the two
main components required for the assembly of the
archaeal type IV adhesive pili (Aap), AapE and AppF,
which are suggested to encode for an ATPase and a
transmembrane protein that anchors the pilus to the cell
membrane, respectively (Henche et al, 2012;
Pohlschroder & Esquivel, 2015) (Table S1). Since the
solubility of Sg° is low (<500nM at 80°C;
Kamyshny, 2009), and oxidation of Sg° is thought to
occur inside of the cell, this suggested differences in
the mechanisms of accessing Sg° to support the energy
metabolism of the two strains.
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FIGURE 3 Production of cells and sulfate (SO,427) in cultures of Stygiolobus sp. RP85 (A, B) and in cultures of Sulfolobales sp. RB85 (C, D).
Oxygen (2% headspace vol./vol.) was the electron acceptor and carbon dioxide (20% vol./vol.) was the carbon source. Cultures were incubated
on a shaker (50 rotations per min) at 80°C. Stygiolobus sp. RP85 cultures were provided with 0.16 g L~" orthorhombic elemental sulfur (Sg°) that
was either sequestered in dialysis membranes with 3.5 kDa pore sizes or that was free in solution. Sulfolobales sp. RB85 cultures were provided
with 15 pM hydrogen sulfide (H,S) only, 0.16 g L~ elemental sulfur (Sg°) only, or 15 pM H,S and 0.16 g L™ elemental sulfur (Sg°) as electron
donors, as indicated. Sg° was either sequestered in dialysis membranes with 3.5 kDa pore sizes or was free in solution, as indicated. Where

indicated, cultures were amended with 15 uM H,S (as Na,S) every 24 h.

Requirement for direct contact for Sg°
oxidation

The qualitative observation of a difference in the asso-
ciation of non-SOR-encoding Sulfolobales sp. RB85
and SOR-encoding Stygiolobus sp. RP85 with Sg° dur-
ing growth, combined with differences in the encoded
proteins putatively involved in promoting biofilm and pili
formation, prompted quantitative experiments to deter-
mine the requirement of access to the mineral to catal-
yse its oxidation. This was achieved by sequestering
bulk Sg° (0.16 g L") in dialysis membranes with pore
sizes of 3.5kDa. The SOR-encoding Stygiolobus
sp. RP85 grew when physical access to bulk Sg° was
restricted (Figure 3A). Interestingly, although there
was no difference in the kinetics of growth during the
first 24 h of incubation in cultures provided access to
S or when Sg° was physically sequestered in dialysis
membranes, cell viability was higher in the latter

condition, with nearly twice the number of cells remain-
ing at the end of 96 h incubation (4.7 +0.2 x 10°
vs. 1.2 + 0.06 x 10° cells mL~"). Moreover, production
of SO, was much higher in cultures provided with
direct access to Sg° for the duration of the experiment
(Figure 3B). This is reflected in metabolic coupling effi-
ciencies of 0.07 and 0.22 cells pmol~' SO,?~ produced
in cultures provided with direct access to Sg° versus
those where direct access was restricted, respectively.
This may point to a role for the dialysis membrane in
limiting the flux of Sg° nanoparticles, which are known
to rapidly aggregate due to their hydrophobicity once
they are formed and solubilised (Boyd &
Druschel, 2013). In this role, the limited flux of nanopar-
ticles may have minimised oxidative stress, increased
metabolic coupling efficiencies and minimised cell
death.

For non-SOR-encoding Sulfolobales sp. RB85, Sg°
oxidation (as assessed via SO4%~ production) was only
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observed in cultures when cells were allowed direct
access to Sg°, resulting in the production of cells
(Figure 3C). Interestingly, while cultures of Sulfolobales
sp. RB85 did not grow when Sg° was sequestered in
dialysis membranes, they generated ~600 pM SO,?~
over the 120 h incubation period (Figure 3D). It is possi-
ble that the production of S0,%~ was due to abiotic
hydrolysis of Sg® (4S + 4H,0 — 3H,S + H,SO0y;
Ellis & Giggenbach, 1971), which can generate SO,*~
and (in the presence of O,) sulfur intermediates such
as S,05%2" and S,06% (Xu et al., 1998), which could
be soluble electron donors supporting cell metabolism.
However, Sg° hydrolysis occurs at temperatures above
the melting point of Sg° (~114.5°C; Steudel, 2003) and
is of neglectable importance at temperatures <105°C
(Figure S2) (Xu et al., 1998). As such, Sg° hydrolysis
cannot account for the ~600 pM SO,?~ generated at
80°C. Further, if Sg° hydrolysis was readily occurring
and intermediates like S,05°~ and S,0¢°~ were being
generated abiotically by O,, then Sulfolobales
sp. RB85 would not need direct contact with Sg° to
grow. Instead, the observation that Sulfolobales
sp. RB85 does appear to need direct access to Sg° to
grow but not to metabolise Sg° is interpreted to reflect
the solubility of Sg°, which, while low (<500 nM at 80°C;
Kamyshny, 2009), is not insoluble. In this model, limited
Sg° diffused outside the membrane, but the amount/flux
was not sufficient to support the production of cells.
Consistent with this interpretation, the amount of S0,%
produced when cells were not provided direct contact
with Sg® was ~33% of when direct contact was
permitted (~1550 pM SO,%~ produced after 120 h
incubation).

Collectively, the microscopic observation that SOR-
encoding Stygiolobus sp. RP85 does not associate with
the surface of Sg° and does not require direct access to
the mineral during Sg°-dependent growth and that non-
SOR-encoding Sulfolobales sp. RB85 strain does asso-
ciate with the surface of Sg° and requires direct access
to the mineral during Sg®-dependent growth points to
different mechanisms of acquiring Sg° between the two
strains. In other words, Sulfolobales that disproportion-
ate Sg° via SOR appear to indirectly oxidise Sg° and
couple this to growth, while non-SOR-encoding Sulfolo-
bales require direct contact with the Sg° mineral to oxi-
dise it and couple this to growth. In support of this
hypothesis, the SOR-encoding Acidianus strain DS80
was previously shown to grow via indirect contact while
disproportioning or reducing Sg° presumably due to
the role of H,S in solubilising Sg as S,2~ that then dis-
proportionated to soluble Sg° rings that ultimately
aggregated as Sg° nanoparticles (Amenabar &
Boyd, 2018). However, when cells were grown under
S oxidising conditions with Fe(lll) ions as electron
acceptors, direct contact was required to oxidise the
mineral, presumably due to Fe(lll) ions spontaneously
oxidising H,S, thereby preventing indirect Sg°

FERNANDES-MARTINS ET AL.

solubilisation (Amenabar & Boyd, 2018; Fernandes-
Martins et al., 2024).

H,S solubilises Sg° permitting indirect
disproportionation/oxidation

SOR disproportionates Sg° to generate H,S/HS™,
S04%~ and S,03;~ (Urich, 2005; Urich et al., 2004,
2006; Veith et al., 2011). While the actual substrate for
SOR has yet to be fully resolved, it has been suggested
that S,2~ is the actual substrate. We were unable to
detect SO5;2~ and S,0; intermediates in culture
medium in our studies, which is likely due to SOR being
intracellular and these products also being generated in
the cytoplasm. Further, both SOs?>~ and S,0;  are
unstable at acidic pH (<4.0) and in the presence of O,
(Colman et al., 2020; Nordstrom et al., 2005; Sims
et al, 2023). On the other hand, H>S/HS™
(pKa = 6.4 at 80°C (Amend & Shock, 2001)) is likely to
be protonated and uncharged/volatile at the cytoplas-
mic pH of ~5.6 measured for S. acidocaldarius
(Sulfolobales) (Lubben & Schafer, 1989) and thus could
freely diffuse out of the cell (Urschel et al., 2015) once it
is produced and prior to its consumption via the activity
of SQR (Fernandes-Martins et al., 2024).

Despite numerous attempts to measure H,S/HS™
during the Sg’-dependent growth of Stygiolobus
sp. RP85, it was never detected (detection limit of
2 uM) in the spent medium of cultures. Nonetheless, in
cultures of Stygiolobus sp. RP85, which did not require
physical access to the Sg° mineral to oxidise it, it was
hypothesised that a nominal amount of H,S generated
by SOR in the cytoplasm diffused out of the cell and
reacted with the Sg° inside the dialysis membranes,
solubilising it as S,2. However, at the acidic pH of the
growth medium (3.0-4.0, pending strain), S,2~ is unsta-
ble and disproportionates to reform H,S and Sg° rings
that rapidly as Sg° nanoparticles. The Sg° nanoparticles
are small during their initial formation (<20 nm within
2 min of S,2~ acidification) (Boyd & Druschel, 2013),
and because of that, can diffuse out of the dialysis
membranes. As a consequence, growth and activity of
SOR-encoding Stygiolobus sp. RP85 can be
supported, whereas that does not occur for the
non-SOR-encoding Sulfolobales sp. RB85 since these
reactions do not take place.

If the model of Sg° solubilisation that is proposed
here is correct, then the addition of small amounts of
H,S should promote the growth of the non-
SOR-encoding Sulfolobales sp. RB85. To test this
hypothesis, the non-SOR-encoding Sulfolobales
sp. RB85 strain was grown with Sg° sequestered in
dialysis membranes (3.5 kDa pore size), and culture
vials were amended with 15 pM H,S (added as Na,S)
every 24 h. This concentration of H,S does not support
the growth of Sulfolobales sp. RB85 (Figures S3 and
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3C). In cultures with sequestered Sg° amended with
H,S, Sg’-dependent growth was observed but was not
observed in cultures not amended with H,S
(Figure 3C). In cultures with direct access to Sg° pre-
vented, amendment with H,S increased the rates of cell
and SO, production (Figure 3C,D), presumably
because the bioavailability of Sg’ had increased
through the series of chemical reactions described
above. However, both conditions achieved the same
cell density, ~5.1 + 0.1 x 10° cells mL~" by the end of
the log phase at 96 h. The production of SO42~ corre-
sponded to cell growth, and both conditions achieved
similar final concentrations of ~2 mM.

CONCLUSIONS

Sulfolobales are facultative anaerobic thermoacido-
philes that tend to inhabit sulfur-rich hot springs globally
(Huber & Prangishvili, 2006). Despite being remarked
as organisms that oxidise Sg° and contribute to the for-
mation of acidic hot spring ecosystems (Brock
et al.,, 1972; Colman et al., 2018; Mosser et al., 1973;
Shivvers & Brock, 1973), fundamental gaps in our
understanding of Sg° oxidation in these organisms
remain, including disparities in the distribution of SOR.
The present study aimed to begin to fill this gap by
identifying phenotypic and ecological differences in
SOR-(Stygiolobus sp. RP85) and non-SOR-(Sulfolo-
bales sp. RB85) encoding members. When grown with
direct access to Sg°, both strains exhibited similar met-
abolic coupling efficiencies. However, SOR-encoding
Stygiolobus sp. RP85 did not require direct contact with
Sg° to oxidise the mineral, while the non-SOR-encoding
Sulfolobales sp. RB85 required direct contact. This was
attributed to SOR generating H,S as a product of Sg°
disproportionation that could diffuse out of the cell and
react with sequestered bulk Sg°. The nucleophilic
attack of Sg° by H,S releases S,?, which at acidic pH
disproportionates to reform H,S and Sg° rings that rap-
idly aggregate as nanoparticulate Sg°. It is suggested
that the latter supports the Sg’-dependent growth of
SOR-encoding strains, since Sg° nanoparticles are
small and hydrophobic in nature allowing them to dif-
fuse across the cell membrane (Boyd &
Druschel, 2013). The requirement for direct contact with
the mineral in the non-SOR-encoding Sulfolobales
sp. RB85 could be overcome by the addition of small
amounts of H,S through artificial initiation of the afore-
mentioned reactions that increase the solubility of Sg°.
Thus, non-SOR-encoding Sulfolobales inhabiting H,S-
rich springs likely do not require direct contact with Sg°
to grow via its oxidation. Importantly, both strains
appeared to metabolise the intermediate species of sul-
fur (i.e., Sg° nanoparticles) better than bulk Sg°.

The collective observations herein highlight the
need for additional investigation of Sg° oxidation in

2 o 9 of 12
non-SOR-encoding Sulfolobales as well as an investi-
gation into the potential impacts on the distribution
and ecology of SOR- versus non-SOR-encoding Sul-
folobales across hot springs and within-spring niche
partitioning. For example, it is reasonable that the dis-
tribution and abundance of Sulfolobales in planktonic
versus sediment communities can be influenced
based on the requirement for direct contact (non-
SOR-encoding strains) or not (SOR-encoding strains).
To this end, this phenotypic difference could allow for
the Sg° oxidation niche to be partitioned to minimise
overlap and enable the co-existence of SOR- and
non-SOR-encoding strains, such as is observed in
acidic hot springs in YNP (Colman et al., 2021, 2022).
This relationship may become less pronounced in hot
springs that have both Sg° and H.,S, where the feed-
back between these chemical species can increase
the bioavailability of Sg° and decrease the need to
directly associate with the mineral. At the same time,
springs with both Sg° and H,S may increase the con-
centration of solubilised Sg® to the point that it
induces oxidative stress, thereby decreasing the fit-
ness of Sulfolobales. Such hypotheses should be
tested in future metagenomic/metatranscriptomic ana-
lyses of planktonic and sediment-associated commu-
nities in acid high-temperature hot springs dominated
by Sulfolobales.

AUTHOR CONTRIBUTIONS

Maria C. Fernandes-Martins: Conceptualization;
investigation; writing — original draft; methodology; vali-
dation; visualization; writing — review and editing; pro-
ject administration; formal analysis; data curation;
supervision. Carli Springer: Investigation;
writing — review and editing. Daniel R. Colman: Fund-
ing acquisition; writing — review and editing; conceptu-
alization. Eric S. Boyd: Conceptualization; funding
acquisition; writing — original draft; writing — review and
editing; methodology; validation; project administration;
supervision; resources.

ACKNOWLEDGEMENTS

This work was supported by the National Science
Foundation (EAR-1820658) to Daniel R. Colman and
Eric S. Boyd. Maria C. Fernandes-Martins is grateful to
the family of Beverly Ferguson and the Molecular Bio-
science Program (MBSP) for support of her graduate
studies at Montana State University (MSU).

CONFLICT OF INTEREST STATEMENT
The authors declare no conflict of interest.

DATA AVAILABILITY STATEMENT

All sequencing data generated previously and used in
this study are available under NCBI BioProject acces-
sion number PRJINA1019763. All supplemental data
can be found under Figshare Project (https://figshare.

ASURDI'T SUOWIWO) dA1IEAI)) d[qedi[dde ) Aq PauIA0S a1e sa[dNIe YO oSN JO SN 10} AIeIqI AUI[UQ) AS[IA| UO (SUOTIPUOI-PUB-SULIA}/WOd"AS[IM" ATeIqraut[uoy/:sdny) suonipuo)) pue sua ] oy 39S “[$702/80/0€] U0 A1eiqry auruQ A3[IM “16991°0Z62-29%1/1111°01/10p/WodAS[1M AIBIQI[SUI[UO"S[ELINO(-0I0TWOIAUS//: APy WOlj papeo[umo(] ‘6 70T “0762I9F 1


https://figshare.com/projects/Acquisition_of_elemental_sulfur_by_sulfur-oxidizing_Sulfolobales/216850

10 of 12 o

Yie

com/projects/Acquisition_of_elemental_sulfur_by_
sulfur-oxidizing_Sulfolobales/216850).

ORCID

Maria C. Fernandes-Martins
0001-6177-4366
Daniel R. Colman
6833

Eric S. Boyd © https://orcid.org/0000-0003-4436-5856

https://orcid.org/0000-

https://orcid.org/0000-0002-3253-

REFERENCES

Ai, C., Yan, Z., Chai, H., Gu, T., Wang, J., Chai, L. et al. (2019)
Increased chalcopyrite bioleaching capabilities of extremely
thermoacidophilic Metallosphaera sedula inocula by mixotrophic
propagation. Journal of Industrial Microbiology and Biotechnol-
ogy, 46, 1113-1127.

Amenabar, M.J. & Boyd, E.S. (2018) Mechanisms of mineral sub-
strate acquisition in a thermoacidophile. Applied and Environ-
mental Microbiology, 84, e00334-18.

Amenabar, M.J., Colman, D.R., Poudel, S., Roden, E.E. & Boyd, E.S.
(2018) Electron acceptor availability alters carbon and energy
metabolism in a thermoacidophile. Environmental Microbiology,
20, 2523-2537.

Amend, J.P. & Shock, E.L. (2001) Energetics of overall metabolic
reactions of thermophilic and hyperthermophilic archaea and
bacteria. FEMS Microbiology Reviews, 25, 175-243.

Atlas, R.M. (2004) Handbook of microbiological media. Washington,
D.C.: ASM Press.

Auernik, K.S. & Kelly, R.M. (2008) Identification of components of
electron transport chains in the extremely thermoacidophilic cre-
narchaeon Metallosphaera sedula through iron and sulfur com-
pound oxidation transcriptomes. Applied and Environmental
Microbiology, 74, 7T723—-7732.

Boratyn, G.M., Schaffer, A.A., Agarwala, R., Altschul, S.F.,
Lipman, D.J. & Madden, T.L. (2012) Domain enhanced lookup
time accelerated BLAST. Biology Direct, 7, 12.

Boyd, E.S. & Druschel, G.K. (2013) Involvement of intermediate sulfur
species in biological reduction of elemental sulfur under acidic,
hydrothermal conditions. Applied and Environmental Microbiol-
ogy, 79, 2061-2068.

Boyd, E.S., Jackson, R.A., Encarnacion, G., Zahn, J.A,, Beard, T.,
Leavitt, W.D. et al. (2007) Isolation, characterization, and ecol-
ogy of sulfur-respiring crenarchaea inhabiting acid-sulfate-chlo-
ride-containing geothermal springs in Yellowstone National
Park. Applied and Environmental Microbiology, 73, 6669—6677.

Brock, T.D., Brock, K.M., Belly, R.T. & Weiss, R.L. (1972) Sulfolobus:
a new genus of sulfur-oxidizing bacteria living at low pH and high
temperature. Archiv fiir Mikrobiologie, 84, 14—68.

Cetkauskaite, A., Pessala, P. & Sddergren, A. (2004) Elemental sul-
fur: toxicity in vivo and in vitro to bacterial luciferase, in vitro
yeast alcohol dehydrogenase, and bovine liver catalase. Envi-
ronmental Toxicology, 19, 372—386.

Chen, S.-Y. & Lin, J.-G. (2004) Bioleaching of heavy metals from con-
taminated sediment by indigenous sulfur-oxidizing bacteria in an
air-lift bioreactor: effects of sulfur concentration. Water
Research, 38, 3205-3214.

Colman, D.R., Amenabar, M.J., Fernandes-Martins, M.C. &
Boyd, E.S. (2022) Subsurface archaea associated with rapid
geobiological change in a model Yellowstone hot spring. Com-
munications Earth & Environment, 3, 205.

Colman, D.R., Lindsay, M.R., Amenabar, M.J., Fernandes-
Martins, M.C., Roden, E.R. & Boyd, E.S. (2020) Phylogenomic
analysis of novel Diaforarchaea is consistent with sulfite but not
sulfate reduction in volcanic environments on early earth. The
ISME Journal, 14, 1316—-1331.

FERNANDES-MARTINS ET AL.

Colman, D.R., Lindsay, M.R., Harnish, A., Bilbrey, E.M.,,
Amenabar, M.J., Selensky, M.J. et al. (2021) Seasonal hydro-
logic and geologic forcing drive hot spring geochemistry and
microbial biodiversity. Environmental Microbiology, 23, 4034—
4053.

Colman, D.R., Poudel, S., Hamilton, T.L., Havig, J.R., Selensky, M.J.,
Shock, E.L. et al. (2018) Geobiological feedback and the evolu-
tion of thermoacidophiles. The ISME Journal, 12, 225-236.

Counts, J.A., Willard, D.J. & Kelly, R.M. (2021) Life in hot acid: a
genome-based reassessment of the archaeal order Sulfolo-
bales. Environmental Microbiology, 23, 3568—3584.

Ellis, A.J. & Giggenbach, W. (1971) Hydrogen sulphide ionization and
sulphur hydrolysis in high temperature solution. Geochimica et
Cosmochimica Acta, 35, 247-260.

Fernandes-Martins, M.C., Colman, D.R. & Boyd, E.S. (2024) Sulfide
oxidation by members of the Sulfolobales. PNAS Nexus, 3,
pgae201.

Ferreira, P., Fernandes, P.A. & Ramos, M.J. (2022) The archaeal
non-heme iron-containing sulfur oxygenase reductase. Coordi-
nation Chemistry Reviews, 455, 214358.

Fogo, J.K. & Popowsky, M. (1949) Spectrophotometric determination
of hydrogen sulfide. Analytical Chemistry, 21, 732—734.

Henche, A.-L., Ghosh, A, Yu, X, Jeske, T., Egelman, E. &
Albers, S.-V. (2012) Structure and function of the adhesive type
IV pilus of Sulfolobus acidocaldarius. Environmental Microbiol-
ogy, 14, 3188-3202.

Huber, H. & Prangishvili, D. (2006) Sulfolobales. In: Dworkin, M.,
Falkow, S., Rosenberg, E., Schleifer, K.-H. & Stackebrandt, E.
(Eds.) The prokaryotes: volume 3: archaea bacteria: Firmicutes,
Actinomycetes. Springer New York: New York, pp. 23-51.

Jiang, C.-Y., Liu, L.-J., Guo, X., You, X.-Y., Liu, S.-J. & Poetsch, A.
(2014) Resolution of carbon metabolism and sulfur-oxidation
pathways of Metallosphaera cuprina Ar-4 via comparative prote-
omics. Journal of Proteomics, 109, 276—289.

Jiang, Z., Li, P., Jiang, D., Dai, X., Zhang, R., Wang, Y. et al. (2016)
Microbial community structure and arsenic biogeochemistry in
an acid vapor-formed spring in Tengchong geothermal area,
China. PLoS One, 11, e0146331.

Johnson, D.B. (1998) Biodiversity and ecology of acidophilic microor-
ganisms. FEMS Microbiology Ecology, 27, 307-317.

Johnson, D.B. & Quatrini, R. (2020) Acidophile microbiology in space
and time. Current Issues in Molecular Biology, 39, 63—76.

Kamyshny, A. (2009) Solubility of cyclooctasulfur in pure water and
sea water at different temperatures. Geochimica et Cosmochi-
mica Acta, 73, 6022—-6028.

Kletzin, A. (1989) Coupled enzymatic production of sulfite, thiosulfate,
and hydrogen sulfide from sulfur: purification and properties of a
sulfur oxygenase reductase from the facultatively anaerobic
archaebacterium Desulfurolobus ambivalens. Journal of Bacteri-
ology, 171, 1638—-1643.

Kletzin, A. (1992) Molecular characterization of the sor gene, which
encodes the sulfur oxygenase/reductase of the thermoacidophi-
lic Archaeum Desulfurolobus ambivalens. Journal of Bacteriol-
ogy, 174, 5854-5859.

Koerdt, A., Orell, A., Pham, T.K., Mukherjee, J., Wlodkowski, A.,
Karunakaran, E. et al. (2011) Macromolecular fingerprinting of
Sulfolobus species in biofilm: a transcriptomic and proteomic
approach combined with spectroscopic analysis. Journal of Pro-
teome Research, 10, 4105-4119.

Kolmert, A., Wikstrom, P. & Hallberg, K.B. (2000) A fast and simple
turbidimetric method for the determination of sulfate in sulfate-
reducing bacterial cultures. Journal of Microbiological Methods,
41, 179-184.

Lewis, A.M., Recalde, A., Brasen, C., Counts, J.A., Nussbaum, P.,
Bost, J. et al. (2021) The biology of thermoacidophilic archaea
from the order Sulfolobales. FEMS Microbiology Reviews, 45,
fuaa063.

ASURDI'T SUOWIWO) dA1IEAI)) d[qedi[dde ) Aq PauIA0S a1e sa[dNIe YO oSN JO SN 10} AIeIqI AUI[UQ) AS[IA| UO (SUOTIPUOI-PUB-SULIA}/WOd"AS[IM" ATeIqraut[uoy/:sdny) suonipuo)) pue sua ] oy 39S “[$702/80/0€] U0 A1eiqry auruQ A3[IM “16991°0Z62-29%1/1111°01/10p/WodAS[1M AIBIQI[SUI[UO"S[ELINO(-0I0TWOIAUS//: APy WOlj papeo[umo(] ‘6 70T “0762I9F 1


https://figshare.com/projects/Acquisition_of_elemental_sulfur_by_sulfur-oxidizing_Sulfolobales/216850
https://figshare.com/projects/Acquisition_of_elemental_sulfur_by_sulfur-oxidizing_Sulfolobales/216850
https://orcid.org/0000-0001-6177-4366
https://orcid.org/0000-0001-6177-4366
https://orcid.org/0000-0001-6177-4366
https://orcid.org/0000-0002-3253-6833
https://orcid.org/0000-0002-3253-6833
https://orcid.org/0000-0002-3253-6833
https://orcid.org/0000-0003-4436-5856
https://orcid.org/0000-0003-4436-5856

SULFUR OXIDATION BY SULFOLOBALES

Libenson, L., Hadley, F.P., Mcllroy, A.P., Wetzel, V.M. & Mellon, R.R.
(1953) Antibacterial effect of elemental sulfur. The Journal of
Infectious Diseases, 93, 28-35.

Liu, L.-J., Jiang, Z., Wang, P., Qin, Y.-L., Xu, W., Wang, Y. et al.
(2021) Physiology, taxonomy, and sulfur metabolism of the Sul-
folobales, an order of thermoacidophilic archaea. Frontiers in
Microbiology, 12, 768283.

Liu, L.-Z., Nie, Z.-Y., Yang, Y., Pan, X., Xia, X., Zhou, Y.-H. et al.
(2018) In situ characterization of change in superficial organic
components of thermoacidophilic archaeon Acidianus manzaen-
sis YN-25. Research in Microbiology, 169, 590-597.

Lubben, M. & Schéfer, G. (1989) Chemiosmotic energy conversion of
the archaebacterial thermoacidophile Sulfolobus acidocaldarius:
oxidative phosphorylation and the presence of an FO-related
N,N’-dicyclohexylcarbodiimide-binding proteolipid. Journal of
Bacteriology, 171, 6106—6116.

Maaty, W.S., Wiedenheft, B., Tarlykov, P., Schaff, N., Heinemann, J.,
Robison-Cox, J. et al. (2009) Something old, something new,
something borrowed; how the thermoacidophilic archaeon Sulfo-
lobus solfataricus responds to oxidative stress. PLoS One, 4,
€6964.

Mosser, J.L., Mosser, A.G. & Brock, T.D. (1973) Bacterial origin of
sulfuric acid in geothermal habitats. Science, 179, 1323-1324.

Nguyen, L.T., Schmidt, H.A., von Haeseler, A. & Minh, B.Q. (2015)
IQ-TREE: a fast and effective stochastic algorithm for estimating
maximum-likelihood phylogenies. Molecular Biology and Evolu-
tion, 32, 268-274.

Nordstrom, D.K., Ball, J.W. & McCleskey, R.B. (2005) Ground water
to surface water: chemistry of thermal outflows in Yellowstone
National Park. In: Inskeep, W.P. & McDermott, T.R. (Eds.) Geo-
thermal biology and geochemistry in Yellowstone National Park.
Bozeman: Thermal Biology Institute, Montana State University,
pp. 73-94.

Orell, A., Peeters, E., Vassen, V., Jachlewski, S., Schalles, S,
Siebers, B. et al. (2013) Lrs14 transcriptional regulators influ-
ence biofilm formation and cell motility of Crenarchaea. The
ISME Journal, 7, 1886—1898.

Payne, D., Spietz, R.L. & Boyd, E.S. (2021) Reductive dissolution of
pyrite by methanogenic archaea. The ISME Journal, 15, 3498—
3507.

Pohlschroder, M. & Esquivel, R.N. (2015) Archaeal type IV pili and
their involvement in biofilm formation. Frontiers in Microbiology,
6, 190.

Quatrini, R., Appia-Ayme, C., Denis, Y., Jedlicki, E., Holmes, D.S. &
Bonnefoy, V. (2009) Extending the models for iron and sulfur
oxidation in the extreme acidophile Acidithiobacillus ferrooxi-
dans. BMC Genomics, 10, 394.

Rohwerder, T. & Sand, W. (2003) The sulfane sulfur of persulfides is
the actual substrate of the sulfur-oxidizing enzymes from Acid-
ithiobacillus and Acidiphilium spp. Microbiology (Reading), 149,
1699-1710.

Sakai, H.D. & Kurosawa, N. (2017) Sulfodiicoccus acidiphilus gen.
nov., sp. nov., a sulfur-inhibited thermoacidophilic archaeon
belonging to the order Sulfolobales isolated from a terrestrial
acidic hot spring. International Journal of Systematic and Evolu-
tionary Microbiology, 67, 1880—1886.

Sakai, H.D. & Kurosawa, N. (2018) Saccharolobus caldissimus
gen. Nov., sp. nov., a facultatively anaerobic iron-reducing
hyperthermophilic archaeon isolated from an acidic terrestrial
hot spring, and reclassification of Sulfolobus solfataricus as
Saccharolobus solfataricus comb. nov. and Sulfolobus shiba-
tae as Saccharolobus shibatae comb. nov. International
Journal of Systematic and Evolutionary Microbiology, 68,
1271-1278.

Sakai, H.D., Nakamura, K. & Kurosawa, N. (2022) Stygiolobus caldi-
vivus sp. nov., a facultatively anaerobic hyperthermophilic
archaeon isolated from the Unzen hot spring in Japan.

11 0f 12

International Journal of Systematic and Evolutionary Microbiol-
ogy, 72, 5486.

Segerer, A.H., Trincone, A., Gahrtz, M. & Stetter, K.O. (1991) Stygio-
lobus azoricus gen. nov., sp. nov. represents a novel genus of
anaerobic, extremely thermoacidophilic archaebacteria of the
order Sulfolobales. International Journal of Systematic and Evo-
lutionary Microbiology, 41, 495-501.

Shivvers, D.W. & Brock, T.D. (1973) Oxidation of elemental sulfur by
Sulfolobus acidocaldarius. Journal of Bacteriology, 114,
706-710.

Sims, KW.W., Messa, C.M., Scott, S.R., Parsekian, A.D., Miller, A.,
Role, A.L. et al. (2023) The dynamic influence of subsurface
geological processes on the assembly and diversification of ther-
mophilic microbial communities in continental hydrothermal sys-
tems. Geochimica et Cosmochimica Acta, 362, 77—103.

Steudel, R. (2003) Liquid sulfur. In: Elemental sulfur and sulfur-rich
compounds, Vol. |. Heidelberg, Germany: Springer Science &
Business Media, pp. 81-116.

Urbieta, M.S., Gonzalez-Toril, E., Bazan, A.A., Giaveno, MAA. &
Donati, E. (2015) Comparison of the microbial communities of
hot springs waters and the microbial biofilms in the acidic geo-
thermal area of Copahue (Neuquén, Argentina). Extremophiles,
19, 437-450.

Urich, T. (2005) The sulfur oxygenase reductase from Acidianus
ambivalens: functional and structural characterization of a sulfur-
disproportionating enzyme. Dissertation. Darmstadt: Technical
University.

Urich, T., Bandeiras, T.M., Leal, S.S., Rachel, R., Albrecht, T.,
Zimmermann, P. et al. (2004) The sulphur oxygenase reductase
from Acidianus ambivalens is a multimeric protein containing a
low-potential mononuclear non-haem iron centre. Biochemical
Journal, 381, 137-146.

Urich, T., Gomes, C.M., Kletzin, A. & Frazéo, C. (2006) X-ray struc-
ture of a self-compartmentalizing sulfur cycle metalloenzyme.
Science, 311, 996-1000.

Urschel, M.R., Kubo, M.D., Hoehler, T.M., Peters, J.W., Boyd, E.S. &
Spormann, A.M. (2015) Carbon source preference in chemosyn-
thetic hot spring communities. Applied and Environmental Micro-
biology, 81, 3834—3847.

Veith, A., Urich, T., Seyfarth, K., Protze, J., Frazado, C. & Kletzin, A.
(2011) Substrate pathways and mechanisms of inhibition in the
sulfur oxygenase reductase of Acidianus ambivalens. Frontiers
in Microbiology, 2, 37.

Wang, H., Liu, S, Liu, X., Li, X., Wen, Q. & Lin, J. (2014) Identification
and characterization of an ETHE1-like sulfur dioxygenase in
extremely acidophilic Acidithiobacillus spp. Applied Microbiology
and Biotechnology, 98, 7511-7522.

Wang, P., Li, L.Z,, Qin, Y.L., Liang, Z.L., Li, X.T., Yin, H.Q. et al.
(2020) Comparative genomic analysis reveals the metabolism
and evolution of the thermophilic archaeal genus Metallo-
sphaera. Frontiers in Microbiology, 11, 1192.

Wang, T., Yang, Y., Liu, M., Liu, H., Liu, H., Xia, Y. et al. (2022) Ele-
mental sulfur inhibits yeast growth via producing toxic sulfide
and causing disulfide stress. Antioxidants (Basel), 11, 576.

Ward, L., Taylor, M\W., Power, J.F., Scott, B.J., McDonald, |.R. &
Stott, M.B. (2017) Microbial community dynamics in Inferno Cra-
ter Lake, a thermally fluctuating geothermal spring. The ISME
Journal, 11, 1158-1167.

Weiss, R.L. (1973) Attachment of bacteria to sulphur in extreme envi-
ronments. Microbiology, 77, 501-507.

Widdel, F. (1983) Methods for enrichment and pure culture isolation
of filamentous gliding sulfate-reducing bacteria. Archives of
Microbiology, 134, 282—-285.

Xu, Y., Schoonen, M., Nordstrom, D.K., Cunningham, K. & Ball, J.
(1998) Sulfur geochemistry of hydrothermal waters in Yellow-
stone National Park: |I. The origin of thiosulfate in hot spring
waters. Geochimica et Cosmochimica Acta, 62, 3729-3743.

ASURDI'T SUOWIWO) dA1IEAI)) d[qedi[dde ) Aq PauIA0S a1e sa[dNIe YO oSN JO SN 10} AIeIqI AUI[UQ) AS[IA| UO (SUOTIPUOI-PUB-SULIA}/WOd"AS[IM" ATeIqraut[uoy/:sdny) suonipuo)) pue sua ] oy 39S “[$702/80/0€] U0 A1eiqry auruQ A3[IM “16991°0Z62-29%1/1111°01/10p/WodAS[1M AIBIQI[SUI[UO"S[ELINO(-0I0TWOIAUS//: APy WOlj papeo[umo(] ‘6 70T “0762I9F 1



12 of 12 0
3]

Zeldes, B.M., Loder, AJ., Counts, J.A., Haque, M., Widney, K.A,,
Keller, L.M. et al. (2019) Determinants of sulphur chemolithoau-
totrophy in the extremely thermoacidophilic Sulfolobales. Envi-
ronmental Microbiology, 21, 3696—3710.

Zhang, R., Neu, T.R., Bellenberg, S., Kuhlicke, U., Sand, W. &
Vera, M. (2015) Use of lectins to in situ visualize glycoconju-
gates of extracellular polymeric substances in acidophilic
archaeal biofilms. Microbial Biotechnology, 8, 448—461.

Zhang, R., Neu, T.R,, Li, Q., Blanchard, V., Zhang, Y., Schippers, A.
et al. (2019) Insight into interactions of Thermoacidophilic
archaea with elemental sulfur: biofilm dynamics and EPS analy-
sis. Frontiers in Microbiology, 10, 896.

Zhang, R., Neu, T.R,, Zhang, Y., Bellenberg, S., Kuhlicke, U., Li, Q.
et al. (2015) Visualization and analysis of EPS glycoconjugates
of the thermoacidophilic archaeon Sulfolobus metallicus. Applied
Microbiology and Biotechnology, 99, 7343—7356.

FERNANDES-MARTINS ET AL.

SUPPORTING INFORMATION

Additional supporting information can be found online
in the Supporting Information section at the end of this
article.

How to cite this article: Fernandes-Martins,
M.C., Springer, C., Colman, D.R. & Boyd, E.S.
(2024) Acquisition of elemental sulfur by
sulfur-oxidising Sulfolobales. Environmental
Microbiology, 26(9), €16691. Available from:
https://doi.org/10.1111/1462-2920.16691

ASURDI'T SUOWIWO) dA1IEAI)) d[qedi[dde ) Aq PauIA0S a1e sa[dNIe YO oSN JO SN 10} AIeIqI AUI[UQ) AS[IA| UO (SUOTIPUOI-PUB-SULIA}/WOd"AS[IM" ATeIqraut[uoy/:sdny) suonipuo)) pue sua ] oy 39S “[$702/80/0€] U0 A1eiqry auruQ A3[IM “16991°0Z62-29%1/1111°01/10p/WodAS[1M AIBIQI[SUI[UO"S[ELINO(-0I0TWOIAUS//: APy WOlj papeo[umo(] ‘6 70T “0762I9F 1


https://doi.org/10.1111/1462-2920.16691

	Acquisition of elemental sulfur by sulfur-oxidising Sulfolobales
	INTRODUCTION
	EXPERIMENTAL PROCEDURES
	Strain selection
	Culture conditions
	Monitoring of growth and activity
	Evaluating the requirement for direct contact to S80 mineral
	Phylogenomic and genomic characterisation

	RESULTS AND DISCUSSION
	Phylogenomic analyses and genomic characterisation of Sulfolobales strains
	Growth and activity of Stygiolobus sp. RP85 and Sulfolobales sp. RB85 with S80
	Requirement for direct contact for S80 oxidation
	H2S solubilises S80 permitting indirect disproportionation/oxidation

	CONCLUSIONS
	AUTHOR CONTRIBUTIONS
	ACKNOWLEDGEMENTS
	CONFLICT OF INTEREST STATEMENT
	DATA AVAILABILITY STATEMENT

	REFERENCES


