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This includes BrlAα activation of genes listed in this work
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μORF is mediated by MpkA. Finally, this work 
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to reduce computational complexity and because 5’ 3’ is the most highly conserved 
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cm Whatman no. 1 filter paper discs. Duplicate time point “0” samples was immediately 



Center’s Bioinformatics and Systems Biology Core



analysis, ∆∆N















Aspergillus nidulans during conidiation. Symbols: ▲ brlA; ● abaA; ◆ wetA; ■ brlA μORF. 
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Data show only brlA and the μORF have increased 
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